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29 30 31
DNA methyltransferase (CDS_0032)
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Mu Gam-like end protection (CDS_0038)
RecT-like ssDNA annealing protein (CDS_0039)
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Kil protein for bacterial septation inhibition (CDS_0042)
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22 cas12f2_V-F_3 (CDS_0026)
transposase (CDS_0027)
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence


