tail spike protein (CDS_0029)
tail fiber protein (CDS_0028) baseplate hub (CDS_0037)
21 protease (CDS_0026) | tail protein (CDS_0031) 35
16 17 18 19 20 22 23 24 25 [27 30 32 33 34] 36 38
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MGV-GENOME-0252214 9577:28112(+)

tail spike protein (CDS_0027)
tail fiber protein (CDS_0026)
protease (CDS_0024) | tail protein (CDS_0029)
22 23 25 28 30 31

25 | 1
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MGV-GENOME-0241959 9578:26502(+)

tail spike protein (CDS_0030)
tail fiber protein (CDS_0029)
protease (CDS_0027) | tail protein (CDS_0032)
23 24 25 26 |28 | 31 33 34
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MGV-GENOME-0276019 9578:30245(+)

tail spike protein (CDS_0029)
tail fiber protein (CDS_0028)
protease (CDS_0026) ‘ tail protein (CDS_0031)
25 [27 | 30 32 33

22 23
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MGV-GENOME-0261189 9578:29663(+)

tail spike protein (CDS_0029)
tail fiber protein (CDS_0028)
protease (CDS_0026) | tail protein (CDS_0031)
22 23 24 25 [27 | 30 32 33

MGV-GENOME-0272714 9578:28898(+)

tail spike protein (CDS_0033)
tail fiber protein (CDS_0032)
protease (CDS_0030) | tail protein (CDS_0035)
22 23 24 25 2627 28 29 |31 | 34 36 37

MGV-GENOME-0276967 9578:32628(+)

tail spike protein (CDS_0030)
tail fiber protein (CDS_0029)
protease (CDS_0027) | tail protein (CDS_0032)
22 23 24 25 26 28 | 31 33 34

MGV-GENOME-0312861 9578:33441(+)

tail spike protein (CDS_0030)
tail fiber protein (CDS_0029)
23 28 tail protein (CDS_0032)
22 f2425 26 277 31 33 34

I
%
#

OTU_2983 9579:27225(+)

tail spike protein (CDS_0028)
tail fiber protein (CDS_0027)
protease (CDS_0025) tail protein (CDS_0030)
22 23 2426 | | 29 31 32

MGV-GENOME-0239017 9577:26081(+)

tail fiber protein (CDS_0027)
tail spike protein (CDS_0028)
protease (CDS_0024) | tail protein (CDS_0030)
22 23 [2526 | 29 31 32

MGV-GENOME-0257721 9578:26605(+)

tail fiber protein (CDS_0026)
tail spike protein (CDS_0027)
protease (CDS_0023) | tail protein (CDS_0029)
22 2425 | 28 30 31

MGV-GENOME-0269310 9578:25022(+)

tail spike protein (CDS_0025)
tail fiber protein (CDS_0024)
protease (CDS_0022) | tail protein (CDS_0027)
5 20 21 |23 | 26 28 29
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MGV-GENOME-0232975 9105:24909(+)

tail spike protein (CDS_0029)
protease (CDS_0026) tail protein (CDS_0031)
19 23 24 25 2728 30 32 33
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MGV-GENOME-0251417 9573:27974(+)

tail spike protein (CDS_0028)
protease (CDS_0025) tail protein (CDS_0030)
23 24 2627 29 31 32

|
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MGV-GENOME-0244869 9573:26928(+)

tail spike protein (CDS_0028)
protease (CDS_0025) tail protein (CDS_0030)
23 24 2627 | 29 31 32
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MGV-GENOME-0243104 9576:26670(+)

tail spike protein (CDS_0027)
protease (CDS_0024) tail protein (CDS_0029)

23]2526 | 28 30 31
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MGV-GENOME-0264544 9576:24465(+)
tail spike protein (CDS_0032)
tail fiber protein (CDS_0031)
protease (CDS_0029) | tail protein (CDS_0034)
DNA primase (CDS 0022)23 24 25 26 27 28 [30 | 33 35 36

MGV-GENOME-0316581 9578:32563(+)

tail spike protein (CDS_0023)
protease (CDS_0020) tail protein (CDS_0025)
14 19 2122 24 26 27
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MGV-GENOME-0222255 8475:22944(+)

tail fiber protein (CDS_0029)
tail spike protein (CDS_0030)
27 —Fail protein (CDS_0032)
18 21 24 25 26 28 31 33 34
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uvig_525078 9618:26041(+)

tail fiber protein (CDS_0029)
tail spike protein (CDS_0030)
protease (CDS_0026) | tail protein (CDS_0032)
24 25 [2728 ] 31 33 34
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MGV-GENOME-0238735 9618:26041(+)

tail fiber protein (CDS_0029)
tail fiber protein (CDS_0028)
protease (CDS_0026) ‘ tail protein (CDS_0031)

24 25 [ 27 30 32 33

MGV-GENOME-0246435 9619:27191(+)

tail spike protein (CDS_0035)
tail fiber protein (CDS_0034)
protease (CDS_0032) | tail protein (CDS_0037)
2 23 24 25 2627 28 29 30 31]33 | 36 38 39

MGV-GENOME-0288613 9582:32735(+)

tail fiber protein (CDS_0029)
tail fiber protein (CDS_0030)
tail protein (CDS_0032)
31 33 34

21 22 23 24 25 26 2728
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uvig_531519 9130:28274(+)

tail fiber protein (CDS_0033)
tail spike protein (CDS_0032)
tail fiber protein (CDS_0034)
tail fiber protein (ch_o‘o31TT tail protein (CDS_0036)
24 25 26 27 28 29 30 | 35 37 38
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uvig_419402 9619:33538(+)

tail fiber protein (CDS_0028)
tail spike protein (CDS_0027)
tail fiber protein (CDS_0029)
tail fiber protein (CDS_0026) | tail protein (CDS_0031)
30

24 25 | 32 33
Mom-like DNA modification protein (CDS_0025)
tail spike protein (CDS_0028)
tail fiber protein (CDS_0027)
\ Ltail protein (CDS_0030)
24 protease (CDS_0026) 29 31 32
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MGV-GENOME-0281370 9619:26923(+)
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MGV-GENOME 0239594 9927:26194(+)
CDS_0024 CDS_0025

%

Han_2018 ERR1398242 NODE 459 length 29802_cov 28.255589 9622:20832(+)
CDS_ 0024

MGV-GENOME-0198691 9619:18774(+)

CDS_0024
| cDs_0025CDs 0026

MGV-GENOME-0207754 9619:20381(+)

CDS_0024
‘| cps 0025

MGV-GENOME-4400553 9619:20104(+)

tail spike protein (CDS_0028)
tail protein (CDS_0032)
24 25 26 27 2930 31 33 34
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MGV-GENOME-0253298 9927:28332(+)

tail spike protein (CDS_0027)
tail protein (CDS_0031)
24 25 26 2829 30 32 33
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MGV-GENOME-0245358 9927:27026(+)

tail fiber protein (CDS_0026)
tail fiber protein (CDS_0027)
tail protein (CDS_0030)
28 29 31 32

24 25
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MGV-GENOME-0235409 9928:25424(+)
CDS_0022 CDS_0023

—
MGV-GENOME-0225341 9578:20967(+)

CDS_0022 CDS_0023

| I
MGV-GENOME-4398851 9578:19366(+)
CDS_0022 CDS 0023

MGV-GENOME-0202779 9578:19474(+)
CDS.0022 CDS_0023

—
MGV-GENOME-0201417 9578:19227(+)

CDS_0022 terminase large subunit (CDS_0023)

?
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MGV-GENOME-4400329 9578:19975(+)
CDS_0022  CDS_0023
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MGV-GENOME-0203620 9580:19619(+)

CDS_0022 CDS_0023

MGV-GENOME-0203849 9578:19659(+)
CDS 0022

MGV-GENOME-0241600 9579:18102(+)
CDS_0022

MGV-GENOME-019504¢6 9578:18101(+)
22 23 24 25 26
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MGV-GENOME-0227839 9579:23904(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0023)
Reverse transcriptase (CDS_0025)
22 24 26
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MGV-GENOME-0233005 9578:24916(+)

tail protein (CDS_0024)
22 23 25 26
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MGV-GENOME-0217322 9577:22089(+)

tail protein (CDS_0024)
22 23 25 26
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MGV-GENOME-0223094 9579:21492(+)

tail protein (CDS_0025)
22 23 24 26 27

MGV-GENOME-0283657 9578:23752(+)

CDS_0024
CDS 0023
CDS.0022 | | CDS 0025
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MGV-GENOME-0212027 9578:21107(+)

tail assembly prggain (CDS_0025)
tail protein (CDS_0028)

27
19 24 26] 29 30

i%

—
MGV-GENOME-0223199 9944:23112(+)

23 25 27
22 T24[26] 28

MGV-GENOME-0213275 9578:21347(+)

SoFic__SoFic (CDS_0026)
22 23 24 25 27 28 29
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MGV-GENOME-0247605 9578:27347(+)

CDS_0020
CDS 5 0021 transposase (CDS_0022)

1

MGV-GENOME-0207195 9102:20259(+)
anti-repressor Ant (CDS_0020) CDS_0021

MGV-GENOME-0208667 9105:17646(+)
22 23 24 25 26 27 28 29 30

MGV-GENOME-0260737 9578:29586(+)

dCMP deaminase (CDS_0029)

22 26 27 28 | 30
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uvig 120561 9579:33161(+)
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MGV-GENOME-0254008 9576:28424(+)
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MGV-GENOME-0253011 9576:28249(+)
23 24 25 26 27 28 29 30 31

IMGVR_UViG_3300045988_18235@00045988\ Ga0495776_162321 9576:31208(+)

Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0026)
DnaC-like helicase loader (CDS_0028)
transposase (CDS_0030)
23 24 25 27 ‘ 29 31 SoFic_ SoFic (CDS_0032)
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uvig_157206 9573:32095(+)

cysH_IV-B_1 (CDS_0024)
26 28
22 23 25 12729 30 31 32 3334 35 36 37

uvig 277463 9594:30041(+)

cysH_IV-B_1 (CDS_0024)
26
22 23 25 |27
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MGV-GENOME-0263245 9578:21539(+)
metallo-endopeptidase (CDS_0030)

ABC transporter (CDS_0025) peptidase (CDS_0031)
22 23 24 26 27 28 29 ‘ 32 33

SRS045244 al ct7635_vs01 9578:35074(+)

transaldolase (CDS_0025) HAD-superfamily hydrolase (CDS_0029)
22 23 24 26 27 28 30 31 32

uvig 509734 9581:29175(+)

HAD-superfamily hydrolase (CDS_0024) transaldolase (CDS_0028)
22 23 [ 25 26 27 | 29 30 31

uvig 527277 9577:30587(+)

ABC transporter (VF0741) (CDS_0031)
22 23 24 25 26 27 28 29 30 MntABC (VF0455) (CDS_0032)

uvig_198327 9579:38031(+)

terminase large subunit (CDS_0028)  tail spike protein (CDS_0033)
tail fiber protein (CDS_0032)
cysH_IV-B_1 (CDS_0025) tail protein (CDS_0035)
anti-repressor Ant (CDS_0020)21 23 24 T 26 27 29 30 31 34 36 37
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MGV-GENOME-0272311 9578:31738(+)

terminase large subunit (CDS_0028)
cysH_IV-B_1 (CDS_0025) tail protein (CDS_0031)
23 24 26 27 29 30 32 33
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MGV-GENOME-0252898 9578:28230(+)

CDS_0013CDS_0018 CDS_0019

MGV-GENOME-0174925 8256:14904(+)
CDS 0018

MGV-GENOME-0174428 8256:14836(+)
CDS_0018

MGV-GENOME-0169323 8256:14106(+)

CDS_0020
CDS.0019 | CDS_0021

MGV-GENOME-0201974 8510:17396(+)

CDS_0019
| cDs.0020

MGV-GENOME-0193535 8514:17207(+)
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