replication initiation protein (CDS_0036)
endolysin (CDS_0022) Retron_VI_HTH (CDS_0033)
20 34 39
16 17 19]21 23 24 25 26 27 28 29 303132 | [35 37 387 40

2%

SRS021948 al ct36163 vs1 12877:26553(+)

Retron_VI_HTH (CDS_0029)
endolysin (CDS_0022) 30
23 24 25 262728 | [31

;{

I -
IMGVR_UViG_3300045988_172685|3300045988|Ga0495776_164791 12877:23104(+)

Retron_VI_HTH (CDS_0025)
endolysin (CDS_0022) (26
19 2324 | |27

MGV-GENOME-0192966 12877:23120(4-)

transcriptional repressor (CDS_0036)
integrase (CDS_0033) 38
15  endolysin (CDS_0021) 22 23 24 25 26 27 28 2930 31 32 3435 | 37]39

uvig_198793 12562:36141(+)

Retron_VI__HTH (CDS_0036)
endolysin (CDS_0022) integrase (CDS_0032) 37
23 24 25 26 27 2829 30 31 33 3435 TQB

{
i

I
uvig_186511 12876:33616(+)

transcriptional repressor (CDS_0031)
endolysin (CDS_0022) 33
232425 26 27 28 2930 32[34

i{

—
uvig 150150 12876:25361(+)

endolysin (CDS_0022)
CDS_0023 CDS_0024

Eﬁ

I
MGV-GENOME-0290159 12877:21158(+)

9000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis transcription regulation unknown function Defence
N — | I



