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Station206_MES_ALL _assembly_ NODE_3767_length_21969_cov_42.436342 89:5690(-)
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Station180_SUR ALL assembly NODE_5300.length 21107 cov_6.747672 41:6095(-)
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Station173 DCM_ALL assembly NODE 4165 length 22777 cov_25.536925 17381:22332(+)
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Station 188 DCM_ALL assembly_NODE_3096 length_ 20961 cov_10.992203 15411:20959(+)
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Station67_SUR_ALL_assembly NODE_1222 length_19842 _cov_6.517410 15267:19840(+)
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Station193 SUR_ALL_assembly_ NODE_2389 length_19032_cov_69.910260 3:4755(-)
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Station194_SUR_ALL_assembly_NODE_2758_length_15770_cov_235.396055 11299:15770(+)
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