holin (CDS_0025) AbiD_AbiD (CDS_0032) 45
21 22 23 24 26 27 28 29 30 31 33 34 35 36 37 38 39 40 4142 43 44] 46

;ﬁ

uvig 250982 17797:32905(+)

transcriptional regulator (CDS_0042)

AbiD__AbiD (CDS_0035) Retron_VI__HTH (CDS_0043)
endolysin (CDS_0027) integrase (CDS_0033) metallo-protease (CDS_0039)
28 29 30 31 32 34 36 37 38 40 41 45
ST —B-{ O - — @@ T E— DD -EIb

uvig 468501 17798:34471(+)

Retron_VI_HTH (CDS_0037)
AbiD_AbiD (CDS_0029) 40
26 27 28 30 31 3233 34 3536 39T41

i#

uvig 253477 18031:31721(+)

Protein of unknown function (Retron_VII_2__ DUF3800) (CDS_0029)
27 MazEF_MazF (CDS_0028) 30 31 32 33 Retron_VI_HTH (CDS_0034)

— —
IMGVR_UVIG_2684622647_000001|2684622647|2684637315[346279-383416 17843:29082(+)

DNA binding protein (CDS_0036)
PD-Lambda-1_PD-Lambda-1 (CDS_0034)
Retron_VI_HTH (CDS_0038)
25 2627 28 29 30 31 32 33 35 | 37 40 46

i#

—
uvig 297555 17087:31418(+)

DNA binding protein (CDS_0037)
26 27 28 29 30 31 32 33 34 35 36 38 Retron_VI_HTH (CDS_0039)

i%

uvig 253434 18031:32601(+)

CDS_0002
CDS_0004 CDS_0003 CDS_0001

IMGVR_UViG_3300029417_000167|3300029417|Ga0243409_100113[122289-160871 1:6129(-)
5 4 3 2 1

uvig 249822 1:7286(-)

10 9 8 7 6 5 4 3 2 ParA-like partition protein (CDS_0001)

uvig_328123 1:9971(-)
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