
uvig_530261 26781:40909(+)

Hdf-like antirestriction (CDS_0031)
DarA anti-RM (APIS031) (CDS_0032)

DdrA-like anti-restriction protein (CDS_0033)

CDS_0034

CDS_0035
CDS_0036

CDS_0037
CDS_0038

single strand DNA binding protein (CDS_0039)

endolysin (CDS_0040)
cas12f2_V-F_3 (CDS_0041)

tail fiber protein (CDS_0042)

portal protein (CDS_0043)

TemPhD_cluster_54767 31593:44385(+)

CDS_0036

IMGVR_UViG_2548876947_000004|2548876947|2549004558 27689:41137(+)

CDS_0036

TemPhD_cluster_56169 31444:46533(+)

CDS_0041
CDS_0042

CDS_0043 CDS_0048

TemPhD_cluster_38975 30865:44691(+)

CDS_0040 CDS_0043

uvig_71109 29509:42450(+)

CDS_0036 holin (CDS_0040)

TemPhD_cluster_54758 31234:44170(+)

CDS_0036

TemPhD_cluster_54281 30847:45070(+)

CDS_0040 cas12f2_V-F_2 (CDS_0045)

TemPhD_cluster_56250 30815:45638(+)

CDS_0038 CDS_0039

TemPhD_cluster_54662 30815:45078(+)

CDS_0038

TemPhD_cluster_54737 31100:43250(+)

transposase (CDS_0042)

NC_005856.1 32205:45320(+)

CDS_0040
transposase (CDS_0041)

TemPhD_cluster_54335 31539:49060(+)

transposase (CDS_0042)
tail fiber protein proximal subunit (CDS_0043)

transposase (CDS_0044)

TemPhD_cluster_54436 29650:43132(+)

CDS_0039 CDS_0041

TemPhD_cluster_45428 29627:41774(+)

CDS_0038

IMGVR_UViG_2703718774_000012|2703718774|2703735413 30847:44111(+)

cas12f2_V-F_2 (CDS_0038) CDS_0041

TemPhD_cluster_56059 30772:43480(+)

CDS_0038
CDS_0039

CDS_0040

TemPhD_cluster_54360 29969:42794(+)

CDS_0037

TemPhD_cluster_54492 29687:42512(+)

CDS_0038

TemPhD_cluster_54304 29971:44131(+)

CDS_0040

TemPhD_cluster_54370 29679:43840(+)

CDS_0037

TemPhD_cluster_54407 30417:43011(+)

lysis determining protein (CDS_0034)
CDS_0039

CDS_0041

TemPhD_cluster_35290 6932:27936(-)

DarB anti-RM (APIS030) (CDS_0011)CDS_0012
CDS_0017

CDS_0018
CDS_0019

TemPhD_cluster_54533 30275:45700(+)

CDS_0039 CDS_0040

TemPhD_cluster_54981 29167:48513(+)

OmpD (VF0969) (CDS_0039)

TemPhD_cluster_54761 31442:50787(+)

OmpD (VF0969) (CDS_0037)

IMGVR_UViG_2711768036_000004|2711768036|2711776826 26525:47205(+)

OmpD (VF0969) (CDS_0036)

TemPhD_cluster_54556 31164:51837(+)

OmpD (VF0969) (CDS_0038)

IMGVR_UViG_2585427964_000001|2585427964|2585482953 31486:43988(+)

OmpD (VF0969) (CDS_0038)

TemPhD_cluster_54439 29770:53998(+)

CDS_0038

MCR-5 family phosphoethanolamine--lipid A transferase (NF033463.1) (CDS_0039)

CDS_0040
OmpD (VF0969) (CDS_0041)

TemPhD_cluster_56237 30381:44774(+)

OmpD (VF0969) (CDS_0038) CDS_0043

TemPhD_cluster_56391 31582:44645(+)

OmpD (VF0969) (CDS_0038)

TemPhD_cluster_54559 29139:41615(+)

OmpD (VF0969) (CDS_0037)
CDS_0040 anti-repressor (CDS_0041)

IMGVR_UViG_3300029415_000001|3300029415|Ga0243378_1000162 32839:53886(+)

transposase (CDS_0042)
CDS_0043

CDS_0044
OmpD (VF0969) (CDS_0045)

IMGVR_UViG_2737471833_000002|2737471833|2737497974 28991:47467(+)

CDS_0036 OmpD (VF0969) (CDS_0038)

TemPhD_cluster_54344 29674:50650(+)

CDS_0037
CDS_0038

TemPhD_cluster_54426 29681:50656(+)

CDS_0037
CDS_0038

TemPhD_cluster_55925 29674:43806(+)

CDS_0037
CDS_0038

TemPhD_cluster_31046 31512:46205(+)

CDS_0040
CDS_0041

TemPhD_cluster_54246 30815:45507(+)

CDS_0038
CDS_0039

TemPhD_cluster_54552 31472:51114(+)

CDS_0041
CDS_0042

MGV-GENOME-0360925 29459:50389(+)

CDS_0036
CDS_0037

IMGVR_UViG_2526164662_000021|2526164662|2526182896 34944:54585(+)

CDS_0040

TemPhD_cluster_54237 32322:51958(+)

CDS_0043

uvig_111569 29178:48818(+)

CDS_0038
CDS_0039

TemPhD_cluster_54594 30635:50003(+)

CDS_0039
CDS_0040

CDS_0041

TemPhD_cluster_31866 6638:25519(-)

Ulx-like anti-restriction (CDS_0011)cas12f2_V-F_3 (CDS_0015)OmpD (VF0969) (CDS_0018)

TemPhD_cluster_54236 31932:53078(+)

OmpD (VF0969) (CDS_0040) CDS_0045 DarB anti-RM (APIS030) (CDS_0046)

TemPhD_cluster_54373 33954:53369(+)

CDS_0042 CDS_0044

uvig_430273 32881:51103(+)

CDS_0043

TemPhD_cluster_54541 32979:51742(+)

CDS_0044

TemPhD_cluster_35355 6902:24886(-)

holin (CDS_0016)CDS_0020

IMGVR_UViG_2713896905_000004|2713896905|2713927152 32198:43177(+)

holin (CDS_0031) CDS_0036

IMGVR_UViG_2802429224_000004|2802429224|2802449720 32698:42561(+)

CDS_0040

TemPhD_cluster_54898 29212:41989(+)

CDS_0034 CDS_0035 CDS_0037

TemPhD_cluster_26685 29127:40703(+)

CDS_0038 CDS_0039

TemPhD_cluster_54995 29971:43342(+)

CDS_0038

TemPhD_cluster_45433 30128:41690(+)

CDS_0038 CDS_0039

IMGVR_UViG_2563366960_000002|2563366960|2563399325 33202:45155(+)

CDS_0039 CDS_0040

IMGVR_UViG_2681813320_000007|2681813320|2681885232 28376:40653(+)

cas12f2_V-F_3 (CDS_0034)

TemPhD_cluster_45513 29525:40708(+)

cas12f2_V-F_3 (CDS_0037)

TemPhD_cluster_54871 27706:38223(+)

cas12f2_V-F_3 (CDS_0034)

TemPhD_cluster_45415 29089:40691(+)

cas12f2_V-F_3 (CDS_0037)

IMGVR_UViG_2751185322_000002|2751185322|2751192323 28920:40519(+)

cas12f2_V-F_3 (CDS_0035)

TemPhD_cluster_54480 27267:38459(+)

cas12f2_V-F_3 (CDS_0033)

MGV-GENOME-0360242 25155:38363(+)

tail fiber assembly protein (CDS_0026)
tail fiber protein (CDS_0027)

cas12f2_V-F_3 (CDS_0032)

MGV-GENOME-0359981 25155:37901(+)

tail fiber protein (CDS_0027)
cas12f2_V-F_3 (CDS_0032)

TemPhD_cluster_56005 29634:43116(+)

CDS_0039
CDS_0040

CDS_0041

TemPhD_cluster_54935 29628:40659(+)

CDS_0037

TemPhD_cluster_31040 30814:42544(+)

CDS_0039

TemPhD_cluster_54294 32618:44348(+)

CDS_0040

TemPhD_cluster_55256 29681:41411(+)

CDS_0037

TemPhD_cluster_54265 29699:41532(+)

CDS_0037

TemPhD_cluster_54353 29626:41724(+)

CDS_0038 CDS_0040

TemPhD_cluster_54564 29430:45834(+)

CDS_0038
cas12f2_V-F_3 (CDS_0039)

transposase (CDS_0040)

CDS_0041 CDS_0044

TemPhD_cluster_54904 30591:47671(+)

cas12f2_V-F_3 (CDS_0038)
transposase (CDS_0039)

CDS_0040

TemPhD_cluster_45831 32154:50093(+)

holin (CDS_0042) DarB anti-RM (APIS030) (CDS_0048)

TemPhD_cluster_56040 32565:52943(+)

holin (CDS_0044) CDS_0050 CDS_0051

TemPhD_cluster_45885 35071:47237(+)

holin (CDS_0045)

TemPhD_cluster_26027 21011:34371(+)

holin (CDS_0031)

TemPhD_cluster_60708 20817:35519(+)

holin (CDS_0031)

TemPhD_cluster_45797 35441:49020(+)

holin (CDS_0044)

9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation
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