TciB-like inhibition of cell division or resistance to colicin (CDS_0086)  nucleoside triphosphate pyrophosphohydrolase (CDS_0090)
baseplate hub subunit and tail lysozyme (CDS_0082) exonuclease recombination-associated (CDS_0089)
baseplate protein (CDS_0080) tellurite resistance (CDS_0087) CDS_0092
tail protein (CDS_0081) CDS_0083 CDS_0084 CDS_0085 DNA methyltransferase (CDS_0088) CDS_0091 [ CDS 0093

%
4
-

TemPhD_cluster_54517 80990:95207(+)

TciB-like inhibition of cell divisiongr resistance to colicin (CDS_0084)
tellurite resistance (CDS_0085)
CDS_0083 \ DNA methyltransferase (CDS_0086) CDS_0089

i%

uvig 22549 75399:89358(+)

TciB-like inhibition of cell divisiongr resistance to colicin (CDS_0085)
tellurite resistance (CDS_0086)
CDS_0082 CDS_0084 \ DNA methyltransferase (CDS_0087)

i#

TemPhD_cluster_55041 73484:87732(+)

TciB-like inhibition of cell divisiongr resistance to colicin (CDS_0096)
tellurite resistance (CDS_0097)
95 | 98 99 100

;4

TemPhD_cluster_54872 76680:90835(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0096)
tellurite resistance (CDS_0097)
95 | 98 DNA methyltransferase (CDS_0099)

i%

TemPhD_cluster_54295 83478:97886(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0058)
tellurite resistance (CDS_0059)
CDS_0057 | CDS_0060 DNA methyltransferase (CDS_0061)

TemPhD_cluster_58391 38659:51271(+)

tellurite resistance (CDS_0108)
CDS_0106
cD§ _0107 DNA methyltransferase (CDS_0109)

TemPhD_cluster_54351 82385:96961(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0095)

tellurite resistance (CDS_0096) replication helicase (CDS_0001)
94 | 97 DNA methyltransferase (CDS_0098) 103 104 105

TemPhD_cluster_45490 78884:861(+)

TciB-like inhibition of cell divisiongr resistance to colicin (CDS_0084)
tellurite resistance (CDS_0085)
83 \ 86 DNA methyltransferase (CDS_0087)
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N

;4

TemPhD_cluster_54871 76596:885(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0109)
tellurite resistance (CDS_0110)
DNA methyltransferase (CDS_0111)
DNA methyltransferase (CDS_0112)

108

:*

TemPhD_cluster_45421 82060:95006(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0096)
tellurite resistance (CDS_0097)
DNA methyltransferase (CDS_0098)
99 100 DNA methyltransferase (CDS_0101)

95

;#

TemPhD_cluster_54537 80145:95017(+)

TciB-like inhibition of cell divisiongr resistance to colicin (CDS_0100)
tellurite resi§tance (CDS_0101)
tail protein (CDS_0093) CDS_0098 CDS_ﬁOO?z,S DNA methyltransferase (CDS_0102)

TemPhD_cluster_54540 81167:94352(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0096)
tellurite resistance (CDS_0097)
CDS_0095 | CDS_0098

g%

MGV-GENOME-0358619 75160:87523(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0106)
tellurite resistance (CDS_0107)
105 | 108 109

TemPhD_cluster_45416 82066:94887(+)

tellurite resistance (CDS_0084)
CDS_0085
CDS_008 1] CDS_0086

iH

TemPhD_cluster_54811 78438:91245(+)

tellurite resistance (CDS_0101)
CDS_0099
CD$.0100 CDS_0102

uvig 417949 78396:91109(+)

CDS_0090 tellurite resistance (CDS_0092)
CDS_0091

:

TemPhD_cluster_55025 74743:87357(+)

CDS_0108 tellurite resistance (CDS_0110)
CDS_0109

ia

TemPhD_cluster 54373 83506:96149(+)
CDS_0099 CDS_0104

TemPhD_cluster 54480 81075:93171(+)
CDS_0096

TemPhD_cluster_54759 78493:91634(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0097)
CDS_0096 CDS_0099
CDS_0098

&—
S

MGV-GENOME-0360790 78966:91332(+)
tail protein (CDS_0090) CDS_0095 CDS_0096

NC_050152.1 86397:100310(+)

lipoprotein (CDS_0061)
CDS_0062 CDS_0063

TemPhD_cluster_58302 36866:50649(+)

lipoprotein (CDS_0101)
CDS_0099 ‘membrane protein (CDS_0102)

%ﬁ

TemPhD_cluster 45454 79089:92796(+)
CDS 0089

MGV-GENOME-0356379 70402:84280(+)

CDS_0106
lipoprotein (CDS_0105) | CDS 0107

TemPhD_cluster_54430 81722:95383(+)

CDS_0094
lipoprotein (CDS 0093) | CDS 0095

IMGVR_UVIG_2526164662_000021|2526164662|2526182896 82282:95669(+)

lipoprotein (CDS_0060)
ICDS_0061 CDS_0062

TemPhD_cluster_58286 38431:51151(+)

lipoprotein (CDS_0105)
transposase (CDS_0107)

ICDS_0106 CDS_0108

%4

TemPhD_cluster_54444 80432:94812(+)
lipoprotein (CDS_0100) 101 102 103 104

IMGVR_UViG_2687453522 000001|2687453522|2687454263 82471:97101(+)

lipoprotein (CDS_0106)  CDS_0108
CDS 0107 | CDS.0109

i#

IMGVR_UViG_2778261268_000002|2778261268|2778295305 86900:99825(+)
lipoprotein (CDS_0105) CDS_0106 CDS_0107

TemPhD_cluster_54617 79827:93256(+)

lipoprotein (CDS_0104)
CDS_0103 CDS_0105

:ﬁ

TemPhD_cluster_54461 81037:95104(+)

DnaB-like replicative helicase (CDS_0102)
lipoprotein (CDS_0103)

CDS_0101 CDS_0104
TemPhD_cluster_54479 80850:94866(+)
lipoprotein (CDS_0091)
89 90 92 93
TemPhD_cluster_54533 80466:94394(+)
CDS_0087

CDS_0085 CDS_0086 | CDS_0088

TemPhD_cluster_54490 81158:94812(+)

lipoprotein (CDS_0091)
ICDS_0092 CDS_0093 DNA methyltransferase (CDS_0094)

TemPhD_cluster_54718 78344:93110(+)
CDS_0086 CDS_0087 DNA methyltransferase (CDS_0088)

TemPhD_cluster_54445 81069:95731(+)

lipoprotein (CDS_0095)
CDS_0096 CDS_0097 DNA methyltransferase (CDS_0098)

TemPhD_cluster_55256 68381:82942(+)
lipoprotein (CDS_0097) CDS_0098 DNA methyltransferase (CDS_0099)

TemPhD_cluster_54822 77081:91683(+)

DnaB-like replicative helicase (CDS_0087)
lipoprotein (CDS_0088)
89 90 91 DNA methyltransferase (CDS_0092)

i#
+

uvig 229134 73067:88311(+)

lipoprotein (CDS_0106) CDS_0115
CDS_0107 CDS_0108 DNA methyltransferase (CDS_0109) CDS_0114 | CDS_0116

TemPhD_cluster_54271 82087:885(+)

CDS_0064 CDS_0065 DNA methyltransferase (CDS_0066)

TemPhD_cluster_58250 39094:51958(+)
CDS_0064 CDS_0065 DNA methyltransferase (CDS_0066)

TemPhD_cluster_39612_ 39094:51959(+)

DNA methyltransferase (CDS_0066)
CDS_0065 DNA methyltransferase (CDS_0067)

TemPhD_cluster_58311 39718:51624(+)

CDS 0098
| cDs.0099 cas12f2_V-F_2 (CDS_0100)

TemPhD_cluster_54712 79278:92646(+)

CDS_0096
| cDs.0097  CDS 0098 cas12f2_V-F_2(CDS_0099)

uvig 530261 79248:93981(+)

HNH endonuclease (CDS_0105)
102 103 104 106 107 108

TemPhD_cluster_54573 80876:94660(+)

HNH endonuclease (CDS_0101)
98 99 100 DNA methyltransferase (CDS_0102)

i#

TemPhD_cluster_54413 82133:96165(+)

CDS_0065 CDS_0066

MGV-GENOME-0316639 45250:52287(+)

7000 nt 1

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function Defence
I



