
TemPhD_cluster_45416 3369:17911(+)

ParB-like partition protein (CDS_0004)

CDS_0005
tail sheath (CDS_0006)

CDS_0007

PmgG-like head morphogenesis (CDS_0008)
tail tube protein (CDS_0009)

CDS_0010
cas12f2_V-F_2 (CDS_0011)

CDS_0012

anti-repressor (CDS_0013)
anti-repressor (CDS_0014)

CDS_0015

CDS_0016
CDS_0017

CDS_0018

PmgC-like head morphogenesis (CDS_0019)

TemPhD_cluster_54834 2632:17170(+)

CDS_0010 cas12f2_V-F_2 (CDS_0011)

TemPhD_cluster_54961 2632:16678(+)

CDS_0008 CDS_0010
cas12f2_V-F_2 (CDS_0011)

TemPhD_cluster_54430 3369:16723(+)

CDS_0010 CDS_0011 CDS_0014

TemPhD_cluster_54368 3369:16724(+)

CDS_0010

TemPhD_cluster_54529 3369:18690(+)

CDS_0010
CDS_0011

CDS_0012 CDS_0015

IMGVR_UViG_2751185322_000002|2751185322|2751192323 3369:18213(+)

CDS_0010
CDS_0011

CDS_0012

IMGVR_UViG_2681813320_000007|2681813320|2681885232 2601:17447(+)

CDS_0009
CDS_0010

CDS_0011

IMGVR_UViG_2526164662_000021|2526164662|2526182896 3369:18833(+)

CDS_0010
CDS_0011

CDS_0012 tail tube protein (CDS_0020)

TemPhD_cluster_54433 3369:15745(+)

CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54440 3369:14742(+)

CDS_0010

MGV-GENOME-0360925 3369:14264(+)

CDS_0010

MGV-GENOME-0359981 3369:14256(+)

CDS_0010

TemPhD_cluster_54205 3369:14263(+)

CDS_0010

TemPhD_cluster_54641 3369:15749(+)

CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54422 2632:17862(+)

CDS_0010
CDS_0011

CDS_0012 CDS_0017
CDS_0018

TemPhD_cluster_54339 2632:18192(+)

CDS_0010
CDS_0011

CDS_0012 CDS_0017 CDS_0019

uvig_242668 3369:19300(+)

CDS_0010
CDS_0011

CDS_0012

IMGVR_UViG_2563366960_000002|2563366960|2563399325 2463:18013(+)

CDS_0009
CDS_0010

CDS_0011

IMGVR_UViG_2718218133_000001|2718218133|2718228647 3369:18886(+)

CDS_0010
CDS_0011

CDS_0012 CDS_0019

IMGVR_UViG_2870495154_000001|2870495154|2870495156 2632:18151(+)

CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54328 3369:18396(+)

CDS_0010 cas12f2_V-F_2 (CDS_0011) DNA methyltransferase (CDS_0016) CDS_0017

TemPhD_cluster_54767 2632:17956(+)

CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54712 2463:16307(+)

CDS_0009

TemPhD_cluster_54819 2463:15684(+)

CDS_0009

TemPhD_cluster_54734 3369:18069(+)

CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_55025 2632:16732(+)

CDS_0010
CDS_0011

Rck (VF0108) (CDS_0012)

IMGVR_UViG_2778261224_000007|2778261224|2778291704 3369:18290(+)

CDS_0010
CDS_0011

Rck (VF0108) (CDS_0012)

IMGVR_UViG_3300029516_000004|3300029516|Ga0244799_100152 2463:16776(+)

CDS_0009 cas12f2_V-F_2 (CDS_0010)

NC_031129.1 3369:17208(+)

CDS_0010
CDS_0011

Rck (VF0108) (CDS_0012)

TemPhD_cluster_54351 2463:13487(+)

CDS_0009
CDS_0010

Rck (VF0108) (CDS_0011)

TemPhD_cluster_54414 2632:14381(+)

CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54597 3369:15592(+)

CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54688 3369:15115(+)

CDS_0010
CDS_0011

CDS_0012

IMGVR_UViG_2579778842_000003|2579778842|2579824174 2633:15014(+)

CDS_0010 CDS_0011
CDS_0012

TemPhD_cluster_54494 2463:18063(+)

CDS_0009 CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54212 2463:18685(+)

CDS_0009 CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54858 2633:16701(+)

CDS_0010
CDS_0011

CDS_0012

uvig_111569 2463:14391(+)

CDS_0009 CDS_0010

IMGVR_UViG_2778261631_000002|2778261631|2778331071 2463:16714(+)

CDS_0009 CDS_0010

TemPhD_cluster_54450 3369:17355(+)

CDS_0011
CDS_0012

CDS_0013

TemPhD_cluster_54410 2463:18603(+)

CDS_0009 CDS_0010
CDS_0011

CDS_0012

TemPhD_cluster_54447 2463:16347(+)

CDS_0009
CDS_0010

Rck (VF0108) (CDS_0011)

TemPhD_cluster_54774 3369:16488(+)

CDS_0010

TemPhD_cluster_54768 3339:15962(+)

Mok_Hok_Sok__Hok (CDS_0011)

TemPhD_cluster_54490 3369:17845(+)

CDS_0010
replication protein (CDS_0011)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)

TemPhD_cluster_55041 2632:16475(+)

CDS_0009
replication protein (CDS_0010)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0011)

TemPhD_cluster_54825 2462:16314(+)

CDS_0009
replication protein (CDS_0010)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0011)

TemPhD_cluster_54758 2462:16943(+)

CDS_0009
replication protein (CDS_0010)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0011)

IMGVR_UViG_2537561979_000003|2537561979|2537613396 2463:17836(+)

9
replication protein (CDS_0010)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0011)

12 13 PmgB-like head morphogenesis (CDS_0021)

IMGVR_UViG_2703718775_000013|2703718775|2703735822 3369:17362(+)

CDS_0011
replication protein (CDS_0012)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0013)

IMGVR_UViG_2703718785_000013|2703718785|2703737335 3369:17362(+)

CDS_0011
replication protein (CDS_0012)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0013)

CDS_0016

TemPhD_cluster_54718 3369:17983(+)

CDS_0010
replication protein (CDS_0011)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)

NC_005856.1 2632:16622(+)

CDS_0010
replication protein (CDS_0011)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)

TemPhD_cluster_54384 3369:14901(+)

CDS_0011
replication protein (CDS_0012)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0013)

uvig_325413 3369:15266(+)

CDS_0010
replication protein (CDS_0011)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)

TemPhD_cluster_45513 3369:17139(+)

CDS_0010
replication protein (CDS_0011)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)

TemPhD_cluster_54692 2463:16843(+)

CDS_0009
replication protein (CDS_0010)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0011)

uvig_553790 2463:16701(+)

CDS_0009
replication protein (CDS_0010)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0011)

IMGVR_UViG_2737471833_000002|2737471833|2737497974 3369:18064(+)

CDS_0010
replication protein (CDS_0011)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)

uvig_307493 3369:19356(+)

10

replication protein (CDS_0011)
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)

13
transposase (CDS_0014)

15

TemPhD_cluster_54445 3369:18565(+)

CDS_0010
replication protein (CDS_0011)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0012)
transposase (CDS_0016)

CDS_0017 transposase (CDS_0018)

6000 nt
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