DnaD-like helicase loader (CDS_0057) site-specific recombination directionality factor RDF (CDS_0072)
excisionase (CDS_0060) LigA (VF1220) (CDS_0067)
52 53 54 5556 58 59 61 62 63 64 65 66 68 69 70 71 73 74

i

uvig_246980 36392:56633(+)

Reverse transcriptase (CDS_0058)

excisionase (CDS_0055) LigA (VF1220) (CDS_0062)
48 56 57 59 60 61 63 64
uvig 246107 35751:55523(+)
excisionase (CDS_0057) integrase (CDS_0063)

53 58 59 60 61 62 64

MGV-GENOME-0323491 34930:50316(+)
CDS_0061CDS_0062

MGV-GENOME-0318828 38649:43912(+)
integrase (CDS_0060) transcriptional regulator (CDS_0069)
excisionasc—.iCDS_ﬁOS‘?) 61 62 63 64 65 66 67 68 7071 72 76

uvig_67839 40830:58834(+)

excisionase (CDS_0059) transcriptional regulator (CDS_0069)
60 61 62 63 64 65 66 67 68 70 71

é#

MGV-GENOME-0333475 40830:58836(+)

excisionase (CDS_0059)
60 61 62 63 64 65 66 67 6869 70

!

MGV-GENOME-0334751 40830:56963(+)
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