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CDS_0026  CDS_0029 CDS_0036
CDS_0024 CDS_0025 CDS_0027 | CDS_0030 CDS 0031  CDS_0032 CDS_0033 CDS_0034 CDS_0035 CDS_0037

IMGVR_UViG_3300029444_000348|3300029444|Ga0243728_1000183|903-65358 36452:46739(+)

CDS_0028 CDS_0029 DNA methyltransferase (CDS_0030)
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MGV-GENOME-0343715 35929:46149(+)

CDS_0027 CDS_0028 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0029)
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IMGVR_UViG_3300045988_072578|3300045988|Ga0495776_171756 37022:45854(+)

RM_Type_lI_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0026)
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IMGVR_UViG_3300045988_058767|3300045988|Ga0495776_187196 35058:44681(+)

DNA methyltransferase (CDS_0023)
CDS_0015 CDS_0019 CDS_0022 CDS_ 0024
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MGV-GENOME-0367466 9400:19071(+)
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MGV-GENOME-0372359 9739:18814(+)

DNA methyltransferase (CDS_0028)

CDS_0024 CDS_0027
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MGV-GENOME-0318761 25531:35208(+)

DNA methyltransferase (CDS_0022)
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MGV-GENOME-0317807 8930:18645(+)

DNA methyltransferase (CDS_0024)
CDS_0023 CDS_0025
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MGV-GENOME-0287532 9693:19382(+)

CDS_0025
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MGV-GENOME-0369511 17318:26445(+)

CDS_0020 DNA methyltransferase (CDS_0023)
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uvig 575932 8059:17372(+)
CDS_0031
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IMGVR_UViG_3300045988 081152|3300045988|Ga0495776_163137 36317:45749(+)
CDS_0036 CDS_0037
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IMGVR_UViG_3300045988_115107|3300045988|Ga0495776_180286 43050:52368(+)

RM_Type_ll__Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0032)
CDS_0030 CDS_0033
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MGV-GENOME-0339406 37623:46708(+)

CDS_0024 CDS_0027
\ b — O OHT O A >—1 — K |
IMGVR _UViG_3300045988 053353|3300045988|Ga0495776_149175 32890:41977(+)

CDS_0025 Druantia_ll__DruM (CDS_0027)
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MGV-GENOME-0348436 35914:45578(+)

CDS_0018
\ y — o O ) — K |

MGV-GENOME-0373190 9174:18303(+)
CDS_0025 CDS.0026
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MGV-GENOME-0373321 13766:23886(+)

CDS_0022 CDS_0028
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IMGVR_UViG_3300045988_056215|3300045988|Ga0495776_111657 34335:43852(+)

CDS_0023 CDS_0024
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MGV-GENOME-0319509 10916:20433(+)

CDS_0028 CDS_0030

CDS_0022 ~ [CDS_002% DS 0031
DD ! D S e ) — K \

IMGVR_UViG_3300045988_083469|3300045988|Ga0495776_149807 35683:46038(+)

CDS_0031 CDS_0033
"CDS_0032 Druantia_ll__DruM (CDS_0034)

.y N )  EEDEDE— A —C T

IMGVR_UViG_3300045988_080537|3300045988|Ga0495776_173780 38671:48747(+)

CDS_0030 CDS_0031

.y | {  EDDEEETD —0 —CK

IMGVR_UViG_3300045988_091358|3300045988|Ga0495776_102359 35355:44871(+)
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SAMNO9781744 _al1_ct15938 37120:47465(+)
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MGV-GENOME-0306064 11170:21470(+)
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DNA, RNA and nucleotide metabolism other unknown function Defence



