SbceD-like subunit of palindrome specific endonuclease (CDS_0073)
DNA polymerase (CDS_0079)
DNA polymerase (CDS_0078) 90 92
7475 76 77 80 81 82 83 84 85 86 878889 [ 91]

?
#

MGV-GENOME-0352506 46991:63066(+)

thymidylate kinase (CDS_0083)
DNA polymerase (CDS_0081)
DNA polymerase (CDS_0080) 82 \ 84 85 86

iﬂ%

uvig 56974 48988:59555(+)

thymidylate kinase (CDS_0009)
DNA polymerase (CDS_0011)
DNA polymerase (CDS_0012) 10 \ 8 7 6 5 4 321

iﬁ%

MGV-GENOME-0330272 2:13997(-)

DNA polymerase (CDS_0012)
DNA polymerase (CDS_0014) thymidylate kinase (CDS_0010)
13 ‘ 11 9 8 7 6 5 4 3 21

?

MGV-GENOME-0323315 2:14965(-)

thymidylate kinase (CDS_0026)
DNA polymerase (CDS_0028) 19 16 13 10 MutT/NUDIX hydrolase (CDS_0004)
DNA polymerase (CDS_0029) 27 | 25 24 23 22 21 20]1817 [ 1514 1211] 98 7 6 5 3 2

MGV-GENOME-0343632 1965:25152(-)
CDS_0001

uvig 11357 3:4478(-)
CDS_0001

uvig_31752 2:4052(-)
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DNA, RNA and nucleotide metabolism other unknown function



