replication initiation O-like (CDS_0039)
Cll-like regulator (CDS_0038)

CDS_0037 CDS_0041  CDS_0043 CDS_0045
CDS_0036 | CDS 0040 | CDS.0042 CDS_0044 CDS_0046 CDS_0047

DD —D{ D

TemPhD_cluster 59686 34531:41166(+)
DNA binding protein (CDS_0044)

DnaC-like helicase loader (CDS_0043) anti-termination protein Q-like (CDS_0053)
replication initiation O-like (CDS _ 0042) \ 45 46 47 holin/anti-holin (CDS_0054)

@DD—S:)[}:D:)-D—D%HDFD

TemPhD_cluster_9235 29318:38453(+)

43 44 45 46 47 53

00 o I 0 Y, B O B Sy Iy W o I D

TemPhD_cluster_14161 33231:42471(+)

DNA polymerase Il theta subunit (CDS_0041)
39 40 T a2 43 44

dpbH{TT T O— D —C @D >—(:>D D

TemPhD_cluster 40693 33243:43192(+)

DNA binding protein (CDS_0040)
exonuclease (CDS_0031) 32 33 38 39 41 42 43 44 45

¢ @G—G@DD—SDDDD—(:%DD—%DD

TemPhD_cluster_20992 30039:44344(+)

DNA binding protein (CDS_0040)
primosomal protein (CDS_0038)
32 37 39 41 42 43 44 45

¢ H—@E@E DE—@DEESODD (OO D—D—{ b

TemPhD_cluster_59600 30042:44289(+)

CDS_0045
CDS_0033CDS_0035 CDS_0039 CDS_0042 “CDS_0046 holin (CDS_0047)

¢ HKOEHOD D EDD-—OH— D-OC_HO

TemPhD_cluster 48602 30381:42489(+)

DNA binding protein (CDS_0043)
primosomal protein (CDS_0041)| queuine tRNA-ribosyltransferase (CDS_0049)
3940 444546 47 48 50 51

- D —5)

TemPhD_cluster 41913 28667:39154(+)

DNA binding protein (CDS_0043)
[ 44454647 48 49 50

GOE0OAd EESHODEODENDHEDD—D-{ P

TemPhD_cluster_29848 28667:38699(+)

4344454647 48 49 50 51 Lar-like restriction alleviation protein (CDS_0052)

aGOE-oAd - EEEHODEEEDITTOH DD D—D{ PEED—0

TemPhD_cluster_14329 28667:40099(+)

queuine tRNA-ribosyltransferase (CDS_0045)
DNA binding protein (CDS_0043) 44 46 47

OB DB B-D—0{ D —T)

TemPhD_cluster 42157 28667:38514(+)

replication initiation O-like (CDS_0041)
42 43 4445 46 47 48 49

OO ODED DA ED-D—D-{  PEED—

TemPhD_cluster 29746 28964:38977(+)

k 5000 nt 1
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