37 38 3940 41 42 43 44 45 464748 495051 52 53 54

MGV-GENOME-0291263 27001:33349(+)
34 35 36 37 38 39

IMGVR_UViG_3300045988_062050|3300045988|Ga0495776_145383 23036:28256(+)
38 394041 42 43 47

IMGVR_UViG_3300007976_000188|3300007976|Ga0114368_100301(6862-42221 25439:30125(+)
35 363738 39 40

MGV-GENOME-0234797 24350:29035(+)

AbiD_AbiD (CDS_0033) 43
27 28 29 30 31 integrase (CDS_0032) 35 3637 38 3940 41 42 44

I
IMGVR_UViG_3300007977_000020|3300007977|Ga0111542_100204 18540:29794(+)

transcriptional regulator (CDS_0035)

CDS_0036
excisionase (CDS_0030) CDS_0037
T CDS_0031 SoFic_ SoFic (CDS_0033) | ~|cps 0038
B L —D &

IMGVR_UViG_3300006260_000028|3300006260/Ga0099518_100442 18458:29563(+)

transcriptional regulator (CDS_0034)
CDS_0035
CDS_0036
| ~[cDs 0037

SRS016569_al ct10950 18154:27703(+)

excisionase (CDS_0030)

endolysin (CDS_0028) 39
20 21 23 24 25 29 31 32 33343536 37 38| 40 41

MGV-GENOME-0214284 15036:26135(+)

Retron_VI_HTH (CDS_0032)
excisionase (CDS_0027) metallo-protease (CDS_OO3W
19 endolysin (CDS_0025) 26 1 28 29 31 | 33 34 35 36 37

IMGVR_UViG_3300008748_000258|3300008748|Ga0114085_100167(5241-37969 14410:27668(+)
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