
MGV-GENOME-0291263 14412:27267(+)

19 20 21 22 23 24
endolysin (CDS_0025)

26

excisionase (CDS_0027)

28 29 30
Rha-like transcriptional regulator (CDS_0031)

32 33 34 integrase (CDS_0035)
AbiD__AbiD (CDS_0036)

37

IMGVR_UViG_3300045988_062050|3300045988|Ga0495776_145383 14412:26275(+)

endolysin (CDS_0025) 26
excisionase (CDS_0027)

28 29 30
integrase (CDS_0031)

AbiD__AbiD (CDS_0032) 34 35 36 37 38 39 40

IMGVR_UViG_3300007107_000303|3300007107|Ga0102632_1000113|12166-47689 14412:24872(+)

25 26
excisionase (CDS_0027)

28 29

Rha-like transcriptional regulator (CDS_0030)

integrase (CDS_0031) SoFic__SoFic (CDS_0032)

OTU_3188 15035:25940(+)

20 23

tail fiber protein (CDS_0024)
endolysin (CDS_0027)

28

excisionase (CDS_0029)
transcriptional repressor (CDS_0030)

Rha-like transcriptional regulator (CDS_0031)
integrase (CDS_0032)

AbiD__AbiD (CDS_0033)

IMGVR_UViG_3300007976_000188|3300007976|Ga0114368_100301|6862-42221 18734:28144(+)

endolysin (CDS_0030)
31 32

excisionase (CDS_0033)
34
integrase (CDS_0035)

AbiD__AbiD (CDS_0036) 38 39 4041 42 43

MGV-GENOME-0234797 14410:27055(+)

endolysin (CDS_0025) 26
excisionase (CDS_0027)

28 29

transcriptional repressor (CDS_0030)
Rha-like transcriptional regulator (CDS_0031)

integrase (CDS_0032)
AbiD__AbiD (CDS_0033)

5000 nt

integration and excision lysis tail transcription regulation unknown function Defence


