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55
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HNH endonuclease (CDS_0060)
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OTU_3207 23138:32131(+)
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34
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CDS_0044 CDS_0045
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CDS_0045 CDS_0046
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CDS_0045 CDS_0046

MGV-GENOME-0217984 22765:26480(+)

CDS_0032

MGV-GENOME-0276932 33768:38055(+)

CDS_0045

MGV-GENOME-0270909 32501:36957(+)

CDS_0047

MGV-GENOME-0273197 32995:38774(+)

CDS_0045 CDS_0046

MGV-GENOME-4418003 33075:37438(+)

CDS_0045

uvig_224897 32501:38338(+)

CDS_0047 CDS_0048

uvig_150640 30900:38405(+)

CDS_0042 CDS_0043

MGV-GENOME-0264536 30900:36985(+)

CDS_0042

uvig_188833 33421:41120(+)

CDS_0048 CDS_0049

MGV-GENOME-0278693 33315:39853(+)

CDS_0047 CDS_0048

MGV-GENOME-0268047 31329:37789(+)

CDS_0045 CDS_0046

MGV-GENOME-0278503 32983:39818(+)

CDS_0047 CDS_0048

MGV-GENOME-0276798 33741:39467(+)

CDS_0047
CDS_0048

MGV-GENOME-0276259 32238:38732(+)

HNH endonuclease (CDS_0044)
CDS_0045

MGV-GENOME-0266659 30588:35448(+)

HNH endonuclease (CDS_0043)
CDS_0044

MGV-GENOME-0277750 32996:38315(+)

CDS_0044

MGV-GENOME-0277594 32204:37127(+)

HNH endonuclease (CDS_0044)

MGV-GENOME-0277333 32088:36930(+)

CDS_0043

MGV-GENOME-0218291 23074:28113(+)

CDS_0031 CDS_0032

MGV-GENOME-0276114 31255:38319(+)

CDS_0044 CDS_0045

MGV-GENOME-0275686 31349:36105(+)

CDS_0044

uvig_233155 20801:29485(+)

CDS_0031 CDS_0038

uvig_235471 21627:31260(+)

32 33 34 35 36 42

uvig_310920 35018:42608(+)

48 49 50 51 52

MGV-GENOME-0274994 31336:39108(+)
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Ma_2019_SRR413614_NODE_264_length_54086_cov_3.615647 32996:51965(+)

47 48 49 50 51 52 53 54 55 56 57 58 59 60 61

MGV-GENOME-0217751 22592:31156(+)

CDS_0034 CDS_0035
CDS_0041

CDS_0042

MGV-GENOME-0211760 22384:30053(+)

CDS_0032 CDS_0033

uvig_417705 30540:40228(+)

CDS_0043 CDS_0044
SigH (VF0296) (CDS_0045)

CDS_0051

uvig_508986 32416:43374(+)

CDS_0044 CDS_0045
SigH (VF0296) (CDS_0046)

CDS_0047

MGV-GENOME-0275371 33075:39862(+)

CDS_0045

MGV-GENOME-0276279 33315:40044(+)

CDS_0045

MGV-GENOME-0276761 33315:40134(+)

CDS_0045

uvig_381384 33147:42940(+)

CDS_0044 CDS_0045
CDS_0046

CDS_0047

uvig_281426 33733:43124(+)

CDS_0046 CDS_0047 CDS_0048

MGV-GENOME-0257494 30175:36577(+)

CDS_0044

uvig_300371 30516:40507(+)

CDS_0043 CDS_0044 Sigma M (VF0822) (CDS_0045)
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44 45 46
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MGV-GENOME-0300699 33014:44695(+)
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46 47 48 4950 51 52

MGV-GENOME-0236599 22683:34628(+)

31 32 33 34 35 36 37 44
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CDS_0031 CDS_0032

OTU_3527 20990:30832(+)

31 32 33 34 35 37 38
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MGV-GENOME-0282738 30488:41991(+)

42 43 44 45 46 47 48 49 50

MGV-GENOME-0264715 30489:39278(+)

43 44 45 46 47 48

uvig_330804 32983:50535(+)

45 46

DNA methyltransferase (CDS_0047)

cysH_IV-B_1 (CDS_0048)
49

DNA methyltransferase (CDS_0050)

51 52

NinG/ Rap DNA junction specific endonuclease (CDS_0053)

54 55
56

57

Erf-like ssDNA annealing protein (CDS_0058)

59 60 61 62 63

MGV-GENOME-0302168 31346:43689(+)

43

Erf-like ssDNA annealing protein (CDS_0044)

45 46 47 48
endonuclease VII (CDS_0049)

50 51 52
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