ATPase (CDS_0039)
CDS_0038
CDS_0036
CD5.0037| CDS_0041

CDS_ 0035 CDS_0040 CDS_0042 CDS_0043

I S —
uvig_387927 24809:46174(+)

HNH endonuclease (CDS_0034)
T CDS_0037 CDS_0038 CDS_0039

—— E—
uvig_573063 23371:44601(+)
CDS_0041 CDS_0042 CDS_0043

AN [
uvig 497289 25999:38148(+)
virion structural protein (CDS_ 0002)

MGV-GENOME-0326221 19: 35298( -)
CDS_0038 CDS_0039 CDsS_0040

I [
uvig_533226 24575:40493(+)
CDS_0033 CDS_0034 CDS_0035
e ——————— ]
uvig 496893 21120:33962(+)

virion structural protein (CDS_0001)
4 3 2

S S R—
MGV GENOME 0326061 2:34656(-)

virion structural protein (CDS_0043)
40 41 42

uvig - 412336 22454 59295(+)

virion structural protein (CDS_0048)
4142 45 46 47

MG\/ GENOME 0328942 25065: 58480(+)

CDS_0040
cDsS 0041 CDS_0042 CDS_0043

N
uvig 150586 25213:37377(+)
I 10000 nt i
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