
uvig_108608 29164:56198(+)
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CDS_0032 CDS_0033
CDS_0034

CDS_0035 CDS_0036 CDS_0037 CDS_0038

CDS_0039
CDS_0040

CDS_0041
CDS_0042

exonuclease (CDS_0043)

uvig_159405 27262:54302(+)

CDS_0030

uvig_79024 29346:58209(+)

CDS_0027 CDS_0034

MGV-GENOME-0341155 29022:65027(+)

CDS_0034
CDS_0035

CDS_0036

uvig_103056 29022:66043(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

uvig_196308 29360:66487(+)

35 3637
38
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MGV-GENOME-0341811 28695:65673(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0039

MGV-GENOME-0327257 30953:56046(+)

CDS_0032 CDS_0035

uvig_224003 31256:50173(+)

CDS_0030 CDS_0034 CDS_0035

OTU_1062 29468:48811(+)

CDS_0033

uvig_102574 29812:48403(+)

CDS_0032
CDS_0033

CDS_0034

uvig_418370 30896:60228(+)

CDS_0034 CDS_0035

MGV-GENOME-0334628 30743:60011(+)

CDS_0034 CDS_0035

uvig_81577 32317:65011(+)

CDS_0035 CDS_0036

MGV-GENOME-0326918 33485:55889(+)

CDS_0036 CDS_0037

MGV-GENOME-0339790 30710:63744(+)

CDS_0032 CDS_0033

uvig_110475 29497:62915(+)

CDS_0030 CDS_0031

MGV-GENOME-0340873 30851:64712(+)

CDS_0032 CDS_0033

MGV-GENOME-0340683 30959:64525(+)

CDS_0032 CDS_0033

MGV-GENOME-0342605 32233:66521(+)

CDS_0036 CDS_0037
CDS_0038

MGV-GENOME-0336410 27584:61145(+)

CDS_0033 CDS_0034

MGV-GENOME-0339880 31042:64178(+)

CDS_0031
CDS_0032

CDS_0037

MGV-GENOME-0341596 29591:65444(+)
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MGV-GENOME-0341447 29591:65311(+)
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34
35

36

MGV-GENOME-0340169 29591:64081(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0340322 29751:64220(+)

CDS_0030
CDS_0031

CDS_0032
CDS_0037

MGV-GENOME-0340247 29591:64152(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

MGV-GENOME-0342219 31374:66099(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0040

CDS_0041

uvig_115305 30210:65193(+)

CDS_0031 CDS_0032

CDS_0033
CDS_0034

uvig_589116 33562:68978(+)
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CDS_0036
CDS_0037

CDS_0038

MGV-GENOME-0338449 28358:62732(+)

32 33
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MGV-GENOME-0329826 32130:57337(+)
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CDS_0036

CDS_0037

uvig_153716 32746:69298(+)

35 36 37
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uvig_359920 30757:54440(+)
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MGV-GENOME-0342954 29108:66927(+)
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3536 37 38 39
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36
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uvig_384273 30410:65618(+)
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35

MGV-GENOME-0323633 31786:52681(+)

CDS_0027 CDS_0032

uvig_391109 28996:63352(+)

CDS_0029 CDS_0032

uvig_452369 28146:64422(+)

CDS_0028 CDS_0032

uvig_498610 27399:62726(+)

CDS_0029

MGV-GENOME-0342461 30228:66366(+)

CDS_0031 CDS_0035
CDS_0036

uvig_33536 30238:63178(+)

32

trimethoprim-resistant dihydrofolate reductase DfrA20 (NF000127.2) (CDS_0033)
thymidylate synthase (CDS_0034)

35 36

37
38

39 44

MGV-GENOME-0339059 30238:62667(+)

32

thymidylate synthase (CDS_0033)

34 35

36
37

38

MGV-GENOME-0349245 30823:74832(+)
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34 35
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40

Mu Gam-like end protection (CDS_0041)
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MGV-GENOME-0346261 29181:70675(+)
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Mu Gam-like end protection (CDS_0042)
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47

MGV-GENOME-0347353 31963:72066(+)
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Mu Gam-like end protection (CDS_0047)
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MGV-GENOME-0345469 29653:69722(+)
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Mu Gam-like end protection (CDS_0043)
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MGV-GENOME-0344266 27818:68427(+)
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Mu Gam-like end protection (CDS_0041)
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43 44

MGV-GENOME-0344309 27818:68481(+)
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MGV-GENOME-0347239 33452:71940(+)
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Mu Gam-like end protection (CDS_0046)

47

MGV-GENOME-0348228 33439:73387(+)
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Mu Gam-like end protection (CDS_0047)
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uvig_187930 31436:71386(+)

33 34
35
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dUTPase (CDS_0041)
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Mu Gam-like end protection (CDS_0044)
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MGV-GENOME-0346223 29938:70734(+)
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uvig_494661 33426:72015(+)
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MGV-GENOME-0345459 29363:69714(+)
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MGV-GENOME-0345343 30980:69591(+)
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uvig_182654 30947:47799(+)

31 32 33
34

35 HNH endonuclease (CDS_0040)

uvig_542007 28405:44156(+)

29 30

31
32

33

uvig_85585 30319:43085(+)

CDS_0027 CDS_0033

uvig_527901 27105:41769(+)

CDS_0028
CDS_0029

MGV-GENOME-0348302 33524:73448(+)

36
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39

40
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42

43 44
45

46

MGV-GENOME-0339581 29775:63593(+)
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DNA, RNA and nucleotide metabolism unknown function AMR


