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phosphoadenosine phosphosulfate reductase (CDS_0051)

DNA methyltransferase (CDS_0052)
RusA-like Holliday junction resolvase (CDS_0053)
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CI-like repressor (CDS_0042)

Retron_VI__HTH (CDS_0043)
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transcriptional regulator (CDS_0042)
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transcriptional regulator (CDS_0041) CDS_0046

5000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence


