Retron_VI_HTH (CDS_0039)
38 T 40 41 42 43 44

I I
IMGVR U\/IG 3300045988 023291|3300045988\GaO495776 019633 22211: 31090(+ -

Retron_VI_HTH (CDS_0040)
39 41

e
IMGVR UVIG 3300045988 OO7272|3300045988\GaO495776 019618 22210: 30967( )
41 4243 44 45
-r—-—ga_-!!!u
MGV-GENOME-0287375 23689:31590(+)

MADS_mad1 (CDS_0037)
36 7 38 39

\MGVR UVIG_ 3300045988 023021|3300045988\630495776 029296 21093: 29479(+

3000 nt 1

unknown function Defence




