35 40
28 2930 31 32 33 3436 373839[4142 43 44 45 4647 484950 51 52 53 54 55 56

TemPhD_cluster_46215 24752:44833(+)

transposase (CDS_0035)
transposase (CDS_0034) 41
33 | 3637 383940]4243 44 4546

TemPhD_cluster_57600 24751:42026(+)

PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (CDS_0044)
arsenite efflux transporter metallochaperone ArsD (NF033727.1) (CDS_0047)
arsenite efflux transporter membrane subunit ArsB (NFO33877.0) (CDS_0045)
37 38 3940 transposase (CDS 0041) 42 43 | 46 | 48

TemPhD_cluster_56763 25978:47124(+)

38 47 51 53 55
3334 353637 | 39 40 41 42 43 444546 |48 49 50] 52 | 54| 56 57

TemPhD_cluster_39265_ 25125:46157(+)

38 47 51 53 55
33 34 353637 | 39 40 41 42 43 444546 [ 48 49 50| 52 | 54 56 57

TemPhD_cluster_56982 24817:45850(+)

46 51 57 60
34 35363738 39 40 41 42 43 4445 [4748 49 50| 5253 545556 | 58 59 [ 61 62

TemPhD_cluster_46057 24817:47958(+)

54
47 51 53
34 35363738 39 40 41 42 43 444546 [48 49 50] 52 [|5556 57

TemPhD_cluster_46173 24752:45799(+)

9000 nt 1

integration and excision unknown function AMR
I



