bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0018)
virion structural protein (CDS_0065)
unknown function (CDS_0050)
single strand DNA b|nd|ng protein (CDS_0009) DNA polymerase (CDS_0059)

termlnase Iarge subunit (CDS 0001) 42 55
Virion structural protem(CDS 0002) 40 46 54
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Station163_SUR_ALL assembly_ NODE_36_length_312562_cov_7.843645 1:54846(+)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0017)
single strand DNA binding protein (CDS_0008)
unknown function (CDS_0050)
termmase Iarge subunit CDS _0001) DNAEonmerase (CDS_0059)
virion structural protein (CDS_0002)
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Station209_MES_ALL assembly NODE 63 length 312598 cov_7.885878 1:54712(+)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0011)
single strand DNA binding protein (CDS_0002)
unknown function (CDS_0043)
DNA polymerase (CDS_0052)
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Station163_MES_ALL_assembly NODE_13_length_230946_cov_20.234712 3:45911(+)
unknown function (CDS_0287)
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297DNA polymerase (CDS_0278)
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Station168_SUR_ALL_assembly_NODE_176_length_220308_cov_73.630021 185074:220306(-)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0347)
Lamassu-Fam_LmuB_SMC_Can4_nucIease_II (CDS_0346)
baseplate hub subunit and tail Iysozyﬁé (CDS_0340)
sigma factor for late transcription (CDS_0344)
baseplate WeUge subunit (CDS_0342)
virion structural protein (CDS_0343)

‘ ‘ ‘ major head protein (CDS_0362) tai

virion structural protein (CDS_0374)
terminase large subunit (CDS_0001)

tube protein (CDS_ 0381)

single strand DNA binding proteiF(CDS_OOOB)

virion structural protein (CDS_0002)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0017)

unknown functlon (CDS_0050)
DNA polymerase (CDS_0059)

NAD synthetase (CDS_0352) tail sheath (cﬁs 0380) 42 55
virion structural protein (CDS_0337) 351 358 | 365 tail sheath (CDS_0373) | 384 20 40 46 54
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Station1687IZZ?ALLfassemb\yiNODE7397Iength73-129697c0v7385,288811 234227:54811(+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail
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