integrase (CDS_0029)

CDS_0025
cbs_0027
CD$_0026 CDS_0030
CDS.0023  CDS_0024 | €Bs_0028 ~ ] cDs_0031
uvig 297628 16335:26108(+)
CDS_0028

MGV-GENOME-0313180 16335:24385(+)

transcriptional repressor (CDS_0031)
metallo-protease (CDS_0030)
CDS_0032 CDS_0034

=

CDS_0026 CDS_0027 | CDs_0033

MGV-GENOME-0297493 16757:28256(+)

CDS_0073
CDS_OOQT glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0074)

MGV-GENOME-0313496 43160:50195(+)

CDS_0073
CDS_70072T glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0074)

MGV-GENOME-0315031 43160:50792(+)

transcriptional repressor (CDS_0031)

29
28] 30 32 33 34

!H

MGV-GENOME-0326900 16335:31553(+)

transcriptional repressor (CDS_0031)

29
28 30 32 33 34

!H

IMGVR_UViG_3300045988_094504|3300045988|Ga0495776_152264 16335:31553(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0032)
transcriptional repressor (CDS_0035)
28 29 303133 34 36 37 38

;4

SAMNO0791983_a1_ct14263_vsl 16335:34655(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0043)
zinc containing alcohol dehydrogenase superfamily (CDS_0038)
tRNA methyltransferase (CDS_0033) transcriptional repressor (CDS_0046)
28 29 303132 | 343536 37 39 40 4142 44 45 47 48 49

;4

Ma_2019_SRR413638 NODE_77_length_61350_cov_8.175642 16335:41755(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0042)
zinc containing alcohol dehydrogenase superfamily (CDS_0037)
tRNA methyltransferase (CDS_0032) transcriptional repressor (CDS_0045)
28 29 3031 | 333435 36 38 39 4041|4344 46 47 48

!4

uvig_332455 16335:40550(+)

endolysin (CDS_0080)
78
72 73 74 75 76 77179 81 82

!%

uvig_293378 43159:58135(+)

10000 nt 1

integration and excision lysis other transcription regulation unknown function AMR
— | I



