PD-T4-5_PD-T4-5 (CDS_0045)
Menshen__NsnB (CDS_ 0043)
endonuclease (CDS_0036) transposase (CDS_0048)
endolysin (CDS_0034) 41 transposase (CDS_0047)
32 3335 | 37 3839 4042 44 | 46749 50 51 5253 54

W
-

uvig 505238 25025:47455(+)
36 37 38 39 40 41 4243 44

uvig_388629 24170:44225(+)

|ntegrase (CDS_0050)
integrase (CDS_0049)
40 41 42 434445 46 47 48 \75152 53 55

uvig 451802 25175:49776(+)

48
4041 42 43 4445 46 47T 49 50 51 52 5354

uvig_535301 25458:49640(+)

41 43 endonuclease (CDS_0047) 54
34 38 39 40 [42] 44 45 46 [4849 50 51 52 53 |55 57 5859

uvig 871162 25243:56190(+)

CARD_NLR__Endonuclease_new (CDS_0042)
" ATPase (CDS_0043)
44 46 LPS (VF0124) (CDS_0057)
38 39 40 41 T45]474849 50 51 52 53 54 55 56 | 585960 61 62

%ﬁ

uvig 516218 25286:63440(+)

DNA helicase (CDS_0043) LPS (VF0124) (CDS_0052)
37 38 39 40 4142 44 4546 47 48 495051 | 535455 56
pEEETOUEE- DO IEDEHENEETTTTHH PO EGE DD

uvig_857970 25243:56266(+)

phosphoesterase (CDS_0044) 49
43 48L LPS (VF0124) (CDS_0053)
40 41 42] | 4546 47 |50 51 52 | 545556 57

|
\
\
5
I \

uvig 226098 25457:50921(+)

endonuclease (CDS_0046)
LPS (VF0124) (CDS_0050)
pAgo__pAgo_S1A (CDS_0048)
38 39 40 414243 44 45 47 49 | 515253 54

uvig 556541 25049: 52070( )

LPS (VF0124) (CDS_0055)
44 46 48 53
40 41 42 43[45[47149 50 51 154 | 565758 59

|
|
ia

uvig 453459 25460:53029(+)

QnrB family quinolone resistance pentapeptide repeat protein (NFO00420.1) (CDS_0045)
Streptococcal enolase (VF1060) (CDS_0046)
LPS (VF0124) (CDS_0049)
47
‘ J48 | 505152 53 55

41
3839 40 [42 43 44

uvig 425528 25240: 51734( )
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