baseplate protein (CDS_0017)

baseplate hub (CDS_0014) VirR/VirS (VF0791) (CDS_0024)
15 16 tail protein (CDS_0018) 19 20 21 22 RegX3 (VF0858) (CDS_0023) 25 26

‘SRSO45528J 1.ct16884_vs1 8725:20818(+)

CDS_0019 CDS_0020

‘Han_2018_ERR1398190_NODE_683_Iength_13959_cov_5.472886 8725:13847(+)

VirR/VirS (VF0791) (CDS_0025)
clamp loader of DNA polymerase (CDS_0019) 20 21 22 23 RegX3 (VF0858) (CDS_0024) 26

SAMEA1906534 _al_ct224676_vs1 8686:20291(+)

holin (CDS_0020) RegX3 (VF0858) (CDS_0024)
19 21 22 2 VirR/VirS (VF0791) (CDS_0025)

§+

‘HaanOlB,ERR1398208,NODE77377Iength,17178,c0v,64120756 9265:17069(+)

holin (CDS_0021) RegX3 (VF0858) (CDS_0023)
20 22 VirR/VirS (VF0791) (CDS_0024)

5%

‘Han_2018_ERR1398 171_NODE_611 _length_1715 1_cov_4444m3 8906:17042(+)

holin (CDS_0021) RegX3 (VF0858) (CDS_0025)
20 22 23 24 VirR/VirS (VF0791) (CDS_0026)

i#

Han_2018 ERR1398179_NODE_729.length_17158_cov_12.546805 9290:17049(+)

holin (CDS_0021)
20 22 23 24 VirR/VirS (VF0791) (CDS_0025)

!%

[ [ I
Han_2018_ERR1398231_NODE _628_length_17845_cov_8.351096 9619:17736(+)
holin (CDS_0020) PhoPQ (VF0111) (CDS_0024)

19 21 22 23 VirR/VirS (VF0791) (CDS_0025)

!*

Wvig 436701 9004:17625(+)

CDS_.0019 CDS_ 0021
'CDS 0020 CDS 0022

‘SAM NO05414955_al_ct132431_vs1 9042:15527(+)

CDS_0020
CDS_0019CDS_0021

‘uvig_406748 8598:13698(+)

RegX3 (VF0858) (CDS_0020)
endolysin (CDS_0013) CDS_0018  CDS_0019 VirR/VirS (VF0791) (CDS_0021)

SAMNO5414948 a1l ct36096_vs1 8113:15644(+)

CDS_0021
CDS_ 0019 CDS 0020

‘Han_2018_ERR1398244_NODE_987_\ength_15228_c0v_5.948263 8609:15119(+)

4000 nt 1
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