
Station210_SUR_ALL_assembly_NODE_6087_length_19066_cov_8.108937 11539:19066(+)
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virion structural protein (CDS_0021)
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nucleoside 2-deoxyribosyltransferase (CDS_0028)
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DNA methyltransferase (CDS_0031)
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Station168_DCM_ALL_assembly_NODE_5080_length_18756_cov_4.994439 11539:18756(+)
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Station209_SUR_ALL_assembly_NODE_3776_length_21184_cov_5.802736 11539:21184(+)
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CDS_0025tail spike protein (CDS_0026)

Station68_DCM_ALL_assembly_NODE_660_length_19144_cov_5.303473 11556:18612(+)
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CDS_0026

Station78_DCM_ALL_assembly_NODE_1315_length_18506_cov_3.659043 11557:17974(+)
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Station158_DCM_ALL_assembly_NODE_2050_length_32603_cov_18.857564 11539:32603(+)
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Station78_MES_COMBINED_FINAL_NODE_1775_length_28008_cov_49.165957 11539:28008(+)
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27 28 29 30 31 33 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0036)

8000 nt

DNA, RNA and nucleotide metabolism head and packaging other tail unknown function


