CDS_0013
CDS_0010 CDS_0011 CDS_0012 CDS_0014 CDS_0015 CDS_0016 CDS_0017

MGV-GENOME-0076235 8117:13501(+)
CDS_0003 CDS_0002 CDS_0001

MGV-GENOME-0079975 155:5539(-)
CDS_0015 CDS_0016

MGV-GENOME-0075505 8016:13282(+)
CDS_0002 CDS_0001

uvig 238517 151:5415(-)

CDS_0016 CDS_0018
CDS_0015 CDS_0017

MGV-GENOME-0088199 8721:14499(+)

CDS_0003 QS_OOOl
CDS_0004 CDS_0002

MGV-GENOME-0080280 194:5971(-)

CDS_0004 CDS_0002
CDS_0006 CDS_0005 CDS_0003) CDS_0001

SAMNO9781762_al_ct76711 vs1 2:4385(-)

CDS_0020
CDS_0019 CDsS_0021
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uvig_586560 11302:15607(+)
CDS_0006
CDS_0007 CDS_0005
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uvig_591059 565:5985(-)
CDS_0002 DNA methyltransferase (CDS_0001)
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SAMNO03418270_al ct58278 vs1 201:4904(-)
CDS_0017 DNA methyltransferase (CDS_0018)
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MGV-GENOME-0087560 9756:14459(+)
CDS.0002  CDS 0001

MGV-GENOME-0096569 123:4357(-)

CDS_0003  CDS_0001
CDS_0006 CDS_0004 |CDS_000:
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MGV-GENOME-0083146 232:4465(-)

CDS_0002
CDS_0003 CDS_0001

uvig_594574 463:4558(-)
CDS_0003

CDS_0002
CDS_0004 CDS_0001

SAMNO9781772_al_ct140664_vs1 2:4325(-)

CDS_0021
CDS_0020 CDS_0022

uvig_227142 11730:15815(+)

CDS_0019
CDS_0018 CDS_0020

uvig_583408 10230:14254(+)

CDS 0003  CDS 0001
CDS_0004 |CDS_0002

uvig_309649 66:4221(-)

CDS_0004 _CDS_0002
CDS_0003 CDs_0001
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MGV-GENOME-0116142 1:4660(-)
CDS_0019
CDS_0020

CDsS_0018 CDS_0021

uvig_320361 10872:15288(+)

CDS_0002
CDs_0003 CDS_0001

MGV-GENOME-0083931 318:4452(-)

CDS 0003  CDS 0001
CDS_0004 |CDS_0002

MGV-GENOME-0090178 3:4275(-)

CDS_0019 QS_OOZl
CDS_0018 |CDS_0020

MGV-GENOME-0101186 11087:15359(+)

CDS_ 0003 CDS_0001
CDS_0004 |CDS_000:

!M

uvig 103940 78:4276(-)
CDS_0002 CDS_0001
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MGV-GENOME-0077568 3:4037(-)
CDS.0002 CDS_0001

MGV-GENOME-0092481 2:3937(-) o
CDS_0018
CDS_0017 CDS_0019
I A e I I

MGV-GENOME-0080641 9854:13853(+)
CDS_0001

MGV-GENOME-0104023 431:4111(-)

CDS_0019 CDS_0020

MGV-GENOME-0099995 11384:15246(+)
CDS_0018 CDS_0019
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MGV-GENOME-0081177 10132:14078(+)
CDS_0004

MGV-GENOME-0087451 322:5477(-)

nucleoside triphosphate pyrophosphohydrolase (CDS_0017)
CDS_0016
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MGV-GENOME-0089510 9219:14758(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0020)
CDS_0019 CDS_0021

SRS049446_al_ct15359_vs1 11273:15542(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0002)
CDS_0003 CDS_0001

OTU_7742 1:4268(-)
CDS_0002 CDS_0001

MGV-GENOME-0086723 1:3710(-)

CDS_0018 nucleoside triphosphate pyrophosphohydrolase (CDS_0019)

MGV-GENOME-0107927 11980:15809(+)
CDS_0002 CDS_0001
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uvig 120320 424:4253(-)

nucleoside triphosphate pyrophosphohydrolase (CDS_0018)
CDS_0017
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MGV-GENOME-0096943 11409:15281(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0001)
CDS_0002
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MGV-GENOME-0079998 96:4150(-)

nucleoside triphosphate pyrophosphohydrolase (CDS_0019)
CDS_0018
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MGV-GENOME-0089419 10292:14346(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0018)
CDS_0017
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MGV-GENOME-0092916 10976:14917(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0003)
CDS_0001
CDS 0004 | CDS_0002
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MGV-GENOME-0098415 156:4512(-)

nucleoside triphosphate pyrophosphohydrolase (CDS_0019)
CDS_0021
CDS 0018 | CDS_0020°
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MGV-GENOME-009314¢6 10784:15122(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0002)
CDS_0003 CDS_0001
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MGV-GENOME-0101849 3:4321(-)

nucleoside triphosphate pyrophosphohydrolase (CDS_0017)
CDS_0018

MGV-GENOME-0093284 10868:15132(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0001)

MGV-GENOME-0082865 76:4097(-)
nucleoside triphosphate pyrophosphohydrolase (CDS_0018)

MGV-GENOME-0080773 9881:13902(+)
CDS_0001

MGV-GENOME-0079131 1:3918(-)

nucleoside triphosphate pyrophosphohydrolase (CDS_0018)
CDS_0019
T cDs.0020
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MGV-GENOME-0106176 11423:16100(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0017)
CDS_0018
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CDS_0018
CDS_0019
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MGV-GENOME-0095021 11305:15262(+)

holin (CDS_0010)
endolysin (CDS_0009) CDS_0014

!

Draper_2018_SRR6914060_NODE_45_length_15361_cov_173.890892 8108:14529(+)
CDS_0013

MGV-GENOME-0081483 7434:13857(+)

2000 nt 1

DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function
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