radical SAM domain-containing protein (CDS_0031)
CDS_0028 CDS_0030
CDS 0029 | CDS_0032 CDS_0033 CDS_0034

uvig 63478 23166:29441(+)
CDS_0001

uvig 125350 3:3826(-)

virion structural protein (CDS_0009)
CDS_0011 tail collar fiber protein (CDS_0008)
CDS 0012 CDS_0010 | CDS_0007

E%

SAMEA2580217_al_ct6317_vs1 2289:9788(-)

30
27 28 29 31 32 33 34

uvig 358880 17573:27073(+)

phosphoadenosine phosphosulfate reductase (CDS_0037)
ParB-like partition protein (CDS_0038)
cysH_IV-B_1 (CDS_0035)
32 33 34 ParB-like partition protein (CDS_0036) terminase small subunit (CDS_0039)

i%

SAMEA2737734 _al ct62189 vsl 23166:34261(+)
phosphoadenosine phosphosulfate reductase (CDS_0036)

ParB-like partition protein (CDS_0037)
cysH_IV-B_1 (CDS_0034) ‘

32 33 35 terminase small subunit (CDS_0038)

.
%

MGV-GENOME-0231747 23199:33662(+)
phosphoadenosine phosphosulfate reductase (CDS_0047)
ParB-like partition protein (CDS_0048)
ParB-like partition protein (CDS_0046)
Reverse transcriptase (CDS_0033) 40 cysH_IV-B_1 (CDS_0045) ‘
32 34 3536 37 3839 [4142 43 44 terminase small subunit (CDS_0049)

!ﬁ

— ——
uvig_435842_ 23170:38761(+)

phosphoadenosine phosphosulfate reductase (CDS_0042)
ParB-like partition protein (CDS_0043)
35 cysH_IV-B_1 (CDS_0040)
32 33 34T&37 38 39 41 terminase small subunit (CDS_0044)

i+
:
|

MGV-GENOME-0238600 23186:35013(+)
6000 nt 1

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function Defence
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