ATP-dependent DNA ligase (CDS_0033) HNH endonuclease (CDS_0044)
endonuclease (CDS_0036) exonuclease (CDS_0045) DNA polymerase (CDS_0047)
32 34 35 37 383940 41 4243 | \ 46 \ 48 49 50 51

iﬁ

MGV-GENOME-0282380 32046:42703(+)

exonuclease (CDS_0044) DNA polymerase (CDS_0046)
36 3738 39 40 41 42 43 [ 45 [ 47 48

MGV-GENOME-0283927 32049:42957(+)

HNH endonuclease (CDS_0043)
DNA polymerase (CDS_0046)
exonuclease (CDS_0044)
36 373839 40 41 42 | 45 47

% .
#

MGV-GENOME-0280044 32033:42232(+)

HNH endonuclease (CDS_0043)
exonuclease (CDS_0044)
36 373839 40 41 42 | 45 46

MGV-GENOME-0276250 32033:41468(+)

HNH endonuclease (CDS_0043)
HNH endonuclease (CDS_0035) 37 exonuclease (CDS_0044) DNA polymerase (CDS_0046)
29 HNH endonuclease (CDS_0030) 36 138 39 404142 | I 45 \ 47 48 49

MGV-GENOME-0294355 31696:45232(+)

HNH endonuclease (CDS_0042)
36 exonuclease (CDS_0043) DNA polymerase (CDS_0045)
HNH endonuclease (CDS_0034) 35 [37 38 39 4041 | I 44 I 46 47

Han_2018_ERR1398260_NODE_278_length_43723_cov_6.647133 31705:43715(+)

HNH endonuclease (CDS_0044) HNH endonuclease (CDS_0048)
38 exonuclease (CDS_0045) DNA polymerase (CDS_0049)
36 373940 41 42 43 | 46 47 \ 50 51

uvig 413960 31008:42987(+)

41
38 3940 | 42 43

MGV-GENOME-0251519 31451:36982(+)

37
HNH endonuclease (CDS_0035) 36 T@ 39 40

MGV-GENOME-0260175 31368:38467(+)

HNH endonuclease (CDS_0038)
HNH endonuclease (CDS_0035) 39 40 41 42 43

MGV-GENOME-0275710 31152:41360(+)

CDS_0034
CDS_0029 ‘| cps.003s5

MGV-GENOME-0243674 31547:35740(+)

5000 nt 1

DNA, RNA and nucleotide metabolism lysis other unknown function
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