endolysin (CDS_0025)

21 22 23 24 ATPase (CDS_0026) 27 28 29 30 31 3233 34 35 36 37 38
T —— e ————————————] i ————— e, e — AR
ivig_2453 16963:28942(+)

ATPase (CDS_0026) 27 28 29 30 31 32 34

uvig 431694 16964:28862(+)

26 27 28 29 30 31 32 83

————
IMGVR_UViG_2562617146_000001|2562617146]2562630203|7287-46030 16963:27645(+)

Retron_VI_HTH (CDS_0031)
26 27 28 29 30 | 32

MGV-GENOME-0251715 15541:26380(+)

CDS_0030
CDS_0029 CDS_0032

IMGVR_UViG_3300045988_159867(3300045988|Ga0495776_104141 17493:23933(+)
CDS_0029CDS_0030

MGV-GENOME-0231411 17493:23889(+)

4000 nt 1

lysis other unknown function Defence
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