transcriptional regulator (CDS_0039)
35 37 41
29 30 3132 33 34[36[38 | 40| 42 43 444546 47 48 49 50

MGV-GENOME-0298545 24233:41345(+)

DNA methyltransferase (CDS_0036)
transcriptional regulator (EDS_0034)

313233 | 35 | 3738 39

MGV-GENOME-0286645 22580:38646(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0034)
transcriptional regulator (CDS_0041)

Sigma L (VF0855) (CDS_0036)
37 43
33 35 3839 40 | 424445 49

IMGVR_UViG_3300029407_000232|3300029407|Ga0243764_100064]104548-150887 22914:41452(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0040)
transcriptional regulator (CDS_0044)
anti-repressor Ant (CDS_0045)
41

39 T42 43 46

IMGVR_UViG_3300029582_000374|3300029582|Ga0245118_100464(115-48445 26681:43443(+)

transcriptional regulator (CDS_0036)
38
32 333435 | 37] 3940

S

MGV-GENOME-0291226 24061:39671(+)
CDS_0033 CDS_0037 CDS_0038

MGV-GENOME-0253905 22653:34541(+)
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