
uvig_68147 18995:41900(+)

25
26

endolysin (CDS_0027)
28

29 30 31
transposase (CDS_0032)

33 34 35 36 37 38 39 40 41 ATPase (CDS_0042) 43 44
ABC transporter (VF0818) (CDS_0045)

ABC transporter (VF0818) (CDS_0046)

47 48

DNA binding protein (CDS_0049)

50 51 52 53 54 55 56

uvig_33453 19119:37827(+)

33 34 35 36 37

VanY-B/VanY-G family D-Ala-D-Ala carboxypeptidase (NF000473.1) (CDS_0038)
ABC transporter (VF0818) (CDS_0039)

40
41 42 43 44 48 52

uvig_302427 19211:44045(+)

33 34

Accessory secretion factor (VF0808) (CDS_0035)
hydrolase (CDS_0036)

37 38 39 40 41 42 43 44 45
ABC transporter (VF0818) (CDS_0046)

ABC transporter (VF0818) (CDS_0047)

50 52

IMGVR_UViG_3300045988_026557|3300045988|Ga0495776_077287 19242:25133(+)

CDS_0031

CDS_0033
CDS_0034

CDS_0035

endolysin (CDS_0039)

CDS_0040

uvig_591595 19587:28071(+)

CDS_0028
CDS_0033

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_014316|3300045988|Ga0495776_078774 19585:28202(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

IMGVR_UViG_3300045988_039953|3300045988|Ga0495776_010976 19460:27910(+)

34 35 36
37

38

IMGVR_UViG_3300045988_012806|3300045988|Ga0495776_152534 19233:27267(+)

CDS_0033
CDS_0034 CDS_0035

IMGVR_UViG_3300008101_000008|3300008101|Ga0114024_101034 19122:27468(+)

CDS_0033
CDS_0034

CDS_0035 CDS_0036

IMGVR_UViG_3300045988_186357|3300045988|Ga0495776_174866|3394-34240 18939:25994(+)

CDS_0024
CDS_0032

CDS_0033 CDS_0034

MGV-GENOME-0241651 19241:29655(+)

33 34
ATPase (CDS_0035)

36 37 38

IMGVR_UViG_3300045988_020966|3300045988|Ga0495776_074759 19122:26147(+)

CDS_0033 CDS_0034

uvig_459582_ 19276:27388(+)

endolysin (CDS_0029)
CDS_0035

CDS_0036

phosphoadenosine phosphosulfate reductase (CDS_0037)

CDS_0038

IMGVR_UViG_3300045988_027790|3300045988|Ga0495776_115592 18140:26361(+)

CDS_0033
CDS_0034 CDS_0035

IMGVR_UViG_3300045988_020218|3300045988|Ga0495776_079114 19640:27566(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

MGV-GENOME-0200060 19318:27233(+)

CDS_0034
CDS_0035 CDS_0036

IMGVR_UViG_3300008523_000021|3300008523|Ga0115231_1000654 19588:27468(+)

CDS_0034
CDS_0035 CDS_0036

MGV-GENOME-0223470 19588:27631(+)

CDS_0034
CDS_0035 CDS_0036

IMGVR_UViG_3300045988_041571|3300045988|Ga0495776_118515 19588:26962(+)

CDS_0032
CDS_0034

CDS_0035 CDS_0036

uvig_525815 19308:27053(+)

CDS_0034 CDS_0035

IMGVR_UViG_3300045988_019130|3300045988|Ga0495776_004335 19465:27434(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

IMGVR_UViG_3300045988_048173|3300045988|Ga0495776_118585 19575:27399(+)

CDS_0033
CDS_0034 CDS_0035

MGV-GENOME-0207851 19474:27301(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

MGV-GENOME-0220710 19564:27216(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

uvig_169198 19415:27300(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_049772|3300045988|Ga0495776_004352 19576:27573(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

IMGVR_UViG_3300045988_011854|3300045988|Ga0495776_078968 19612:27405(+)

CDS_0033
CDS_0034 CDS_0035

MGV-GENOME-0220502 18841:26911(+)

CDS_0032
SspBCDE__SspD (CDS_0033)

CDS_0034

MGV-GENOME-0241639 19106:27500(+)

CDS_0032
CDS_0033

CDS_0034 CDS_0035

IMGVR_UViG_3300023491_000299|3300023491|Ga0257045_100091|57401-88399 18940:26139(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034

IMGVR_UViG_3300029441_000394|3300029441|Ga0243753_1000089|130386-161267 18912:26153(+)

CDS_0031
CDS_0032 CDS_0033

uvig_281288 18999:31435(+)

3334 35 36 37 38 39 44

MGV-GENOME-0252556 19242:26061(+)

thymidylate synthase (CDS_0033)
CDS_0035

MGV-GENOME-0216417 19587:26841(+)

CDS_0034 CDS_0035

IMGVR_UViG_3300045988_029676|3300045988|Ga0495776_120113 18641:25616(+)

CDS_0033
CDS_0034

CDS_0036

IMGVR_UViG_3300029428_000221|3300029428|Ga0242788_100252|13085-44031 19243:25851(+)

CDS_0033 CDS_0034

MGV-GENOME-0213183 19122:25499(+)

CDS_0033

uvig_86301 19221:28393(+)

CDS_0033 integrase (CDS_0034)

IMGVR_UViG_3300045988_004837|3300045988|Ga0495776_031072 19245:25590(+)

CDS_0033 CDS_0034

IMGVR_UViG_3300029365_000482|3300029365|Ga0243866_1000109|76210-107498 18846:26525(+)

Druantia_II__DruM (CDS_0033)

IMGVR_UViG_3300045988_039942|3300045988|Ga0495776_153495 19243:26891(+)

CDS_0033 CDS_0034

IMGVR_UViG_3300029371_000008|3300029371|Ga0243958_100664 19113:28827(+)

DNA binding protein (CDS_0033)34
35

36

37

IMGVR_UViG_3300029369_000222|3300029369|Ga0243960_100538|13649-44036 18811:25659(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035

IMGVR_UViG_3300029372_000093|3300029372|Ga0243963_100780|1-33058 19113:28329(+)

33

DNA binding protein (CDS_0034)

35
36

37

38

IMGVR_UViG_3300045988_041710|3300045988|Ga0495776_079195 19461:27340(+)

34 35 36
37

38

IMGVR_UViG_3300030032_000010|3300030032|Ga0245332_101341 19261:26869(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

IMGVR_UViG_3300045988_026044|3300045988|Ga0495776_004195 19609:27204(+)

CDS_0035 Druantia_II__DruM (CDS_0036)

uvig_440547 19066:26501(+)

Druantia_II__DruM (CDS_0034)

MGV-GENOME-0200819 19464:26973(+)

Druantia_II__DruM (CDS_0034)

MGV-GENOME-0222206 19475:27242(+)

CDS_0034
CDS_0035

Druantia_II__DruM (CDS_0036)

MGV-GENOME-0217095 19464:26184(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_050409|3300045988|Ga0495776_161007 18656:25993(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035

uvig_154181 19567:26810(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0222025 19459:26819(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_025977|3300045988|Ga0495776_033502 19585:26353(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0218633 19321:26592(+)

CDS_0029
CDS_0030

CDS_0034
CDS_0035

CDS_0036

CDS_0037

MGV-GENOME-0221501 19686:27120(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

MGV-GENOME-0218671 19441:26697(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_3300014563_000009|3300014563|Ga0134418_1000243 19694:27097(+)

CDS_0035
CDS_0036

CDS_0037

CDS_0038

IMGVR_UViG_3300045988_010859|3300045988|Ga0495776_010857 19341:26110(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035

IMGVR_UViG_3300045988_040613|3300045988|Ga0495776_004141 19586:26674(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

MGV-GENOME-0207362 19426:26633(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_040177|3300045988|Ga0495776_004152 19586:26698(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

MGV-GENOME-0196376 15237:22529(+)

CDS_0030
CDS_0031

CDS_0032

CDS_0033

IMGVR_UViG_3300045988_017475|3300045988|Ga0495776_010919 19465:26428(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_045240|3300045988|Ga0495776_034147 19485:27007(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

uvig_551506 19599:27063(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_3300045988_018819|3300045988|Ga0495776_035608 17829:25102(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

uvig_273203 19317:26923(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

uvig_275494 19551:26301(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_018624|3300045988|Ga0495776_182139 19585:26992(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_041609|3300045988|Ga0495776_004202 19714:27811(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

MGV-GENOME-0220425 19572:27478(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

IMGVR_UViG_3300045988_033699|3300045988|Ga0495776_120435 18724:25664(+)

CDS_0034 CDS_0035

IMGVR_UViG_3300045988_012786|3300045988|Ga0495776_160643 19214:27563(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

MGV-GENOME-0218009 19561:27381(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

MGV-GENOME-0223641 19588:27303(+)

CDS_0034
CDS_0035

CDS_0036

uvig_557540 19588:25975(+)

CDS_0033

IMGVR_UViG_3300023495_000171|3300023495|Ga0257060_10188|32571-62905 19249:27435(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0040

CDS_0041
CDS_0042

uvig_70665 19136:34564(+)

33 34
35

36 37 38 39 integrase (CDS_0040)

MGV-GENOME-0267983 19136:32431(+)

33 34
35

36 37 38 39 integrase (CDS_0040)

MGV-GENOME-0224038 19245:26330(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035

MGV-GENOME-0212531 18943:25469(+)

CDS_0030
CDS_0031

CDS_0032

CDS_0033

MGV-GENOME-0200926 19230:24089(+)

CDS_0033

uvig_171777 19119:31483(+)

32
peptidase (CDS_0033)

34 35 36
37

38

39

uvig_200811 19107:29655(+)

30 33 34 35 36 37

IMGVR_UViG_3300029520_000249|3300029520|Ga0244801_100252|11184-43674 19244:26951(+)

CDS_0032

uvig_31513 13535:21014(+)

25 29
30

31

cysH_IV-B_1 (CDS_0032)

33

MGV-GENOME-0201898 19462:27158(+)

34
35

36

cysH_IV-B_1 (CDS_0037)

38

MGV-GENOME-0223668 19472:27169(+)

33
34

35

cysH_IV-B_1 (CDS_0036)

37

MGV-GENOME-0222993 19583:27267(+)

31 34
35

36

cysH_IV-B_1 (CDS_0037)

38

MGV-GENOME-0220215 19432:27772(+)

34
35

36

cysH_IV-B_1 (CDS_0037)

38 41

uvig_517298 19451:27054(+)

33
34

35

cysH_IV-B_1 (CDS_0036)

37

MGV-GENOME-0221963 19542:27906(+)

34
35

36

cysH_IV-B_1 (CDS_0037)

38
39

IMGVR_UViG_3300045988_050605|3300045988|Ga0495776_119058 19391:27116(+)

34
35

36

cysH_IV-B_1 (CDS_0037)

38

IMGVR_UViG_3300045988_024513|3300045988|Ga0495776_079044 19471:27004(+)

34
35

36

37

38 39

IMGVR_UViG_3300045988_019658|3300045988|Ga0495776_118862 18947:27042(+)

transposase (CDS_0032)

33
34

35

cysH_IV-B_1 (CDS_0036)

37

MGV-GENOME-0235739 19255:27332(+)

33
34

35

cysH_IV-B_1 (CDS_0036)

37

IMGVR_UViG_3300045988_009193|3300045988|Ga0495776_004307 19297:27370(+)

34
35

36

cysH_IV-B_1 (CDS_0037)

38

MGV-GENOME-0214626 19010:26124(+)

31 33
34

35

cysH_IV-B_1 (CDS_0036)

37

uvig_533565 19006:27015(+)

26 33
34

35

cysH_IV-B_1 (CDS_0036)
37

38

IMGVR_UViG_3300045988_011906|3300045988|Ga0495776_175365 19242:26938(+)

CDS_0031
CDS_0033

CDS_0034
cysH_IV-B_1 (CDS_0035)

CDS_0036

uvig_78116 21275:31987(+)

33 34 35 36 38
39

40

cysH_IV-B_1 (CDS_0041)

42

MGV-GENOME-4412783 21275:30623(+)

36
37

38

cysH_IV-B_1 (CDS_0039)

40

uvig_35430 21374:30370(+)

33
peptidase (CDS_0034)

35 37
38

39

cysH_IV-B_1 (CDS_0040)

41

uvig_86013 32875:36703(+)

43
44

45

cysH_IV-B_1 (CDS_0046)

47

uvig_302992 25724:28725(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

MGV-GENOME-0125300 5581:11527(+)

CDS_0008
CDS_0009

CDS_0010
CDS_0011

CDS_0015
cysH_IV-B_1 (CDS_0016)

CDS_0017

IMGVR_UViG_3300001525_000032|3300001525|chfec4_10000364 21231:27562(+)

30
31

32 35
36

37

cysH_IV-B_1 (CDS_0038)

39

IMGVR_UViG_3300013901_000031|3300013901|Ga0116652_1000156 19539:27366(+)

CDS_0028 CDS_0034
CDS_0035

CDS_0036

cysH_IV-B_1 (CDS_0037)

uvig_520763 21040:29015(+)

CDS_0031
CDS_0032

exonuclease (CDS_0033)

CDS_0034
CDS_0035

CDS_0037
CDS_0038

CDS_0039

CDS_0040

uvig_448540 21924:34031(+)

CDS_0033 CDS_0034

CDS_0035
CDS_0036

CDS_0037
CDS_0039

CDS_0040
CDS_0041

CDS_0042

uvig_147210 22529:29721(+)

CDS_0036

SigE (VF0295) (CDS_0037)

CDS_0038
CDS_0039

CDS_0041
CDS_0042

CDS_0043

IMGVR_UViG_3300045988_081881|3300045988|Ga0495776_174054 22529:28216(+)

CDS_0039
CDS_0040

CDS_0041

MGV-GENOME-0135532 10493:15007(+)

CDS_0025 CDS_0030

uvig_197829 9976:15070(+)

CDS_0022 CDS_0027

MGV-GENOME-0133147 10782:13439(+)

CDS_0018

IMGVR_UViG_3300045988_028071|3300045988|Ga0495776_078795 22449:28574(+)

CDS_0038
CDS_0043 CDS_0044

IMGVR_UViG_3300045988_029729|3300045988|Ga0495776_115594 21303:27324(+)

CDS_0034

IMGVR_UViG_3300045988_035039|3300045988|Ga0495776_010874 21954:27301(+)

CDS_0037

IMGVR_UViG_3300045988_021781|3300045988|Ga0495776_119534 22499:28554(+)

CDS_0042 CDS_0048

IMGVR_UViG_3300045988_041998|3300045988|Ga0495776_119077 22378:28364(+)

CDS_0041CDS_0045

MGV-GENOME-0258585 22613:28876(+)

CDS_0043 CDS_0048

IMGVR_UViG_3300045988_020048|3300045988|Ga0495776_078885 22583:28604(+)

CDS_0040 CDS_0045

IMGVR_UViG_3300045988_027701|3300045988|Ga0495776_119286 21291:27245(+)

CDS_0031
CDS_0032

CDS_0036
CDS_0037

CDS_0038

CDS_0039

MGV-GENOME-0222666 22501:27026(+)

CDS_0037
CDS_0038

CDS_0039

uvig_70313 21135:31273(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

CDS_0038
CDS_0039

CDS_0040

CDS_0041

uvig_193840 21261:27062(+)

32 36
37

38 39 40

IMGVR_UViG_3300045988_024777|3300045988|Ga0495776_119528 21362:27159(+)

CDS_0036
CDS_0037

CDS_0038
CDS_0039

uvig_73804 21245:29317(+)

33 34 36 37 38
39

40

IMGVR_UViG_3300045988_034913|3300045988|Ga0495776_120736 18984:25056(+)

34 35 36
37

38

MGV-GENOME-0220932 21422:27019(+)

CDS_0038
CDS_0039

CDS_0040

CDS_0041

uvig_306277 21360:26267(+)

CDS_0036
CDS_0037

CDS_0038

IMGVR_UViG_3300045988_042264|3300045988|Ga0495776_173864 21429:26537(+)

CDS_0033

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0224419 21249:27831(+)

CDS_0033 CDS_0038

MGV-GENOME-0193620 17284:23094(+)

CDS_0028

MGV-GENOME-0220038 21376:27412(+)

CDS_0033 CDS_0038

MGV-GENOME-0221253 21302:27655(+)

CDS_0038

IMGVR_UViG_3300045988_024284|3300045988|Ga0495776_010865 22077:27261(+)

CDS_0040

uvig_43547_ 21875:28530(+)

CDS_0033 CDS_0039

uvig_303465 21899:30727(+)

ABC transporter (VF0818) (CDS_0033)
ABC transporter (VF0818) (CDS_0034)

CDS_0039

IMGVR_UViG_3300045988_019047|3300045988|Ga0495776_004167 22093:27845(+)

CDS_0042

MGV-GENOME-0220394 21898:27411(+)

CDS_0039

uvig_253960 22499:28013(+)

CDS_0042

IMGVR_UViG_3300030029_000339|3300030029|Ga0245284_1000361|34100-64214 20831:26038(+)

CDS_0037

MGV-GENOME-0253337 21216:26669(+)

CDS_0035

IMGVR_UViG_3300045988_011717|3300045988|Ga0495776_004309 21376:27449(+)

CDS_0034
CDS_0035 CDS_0036

MGV-GENOME-0227048 21415:28029(+)

CDS_0033
CDS_0035

CDS_0036 CDS_0037

MGV-GENOME-0235267 21396:28033(+)

CDS_0033
CDS_0035

CDS_0036 CDS_0037

uvig_172185 21138:27470(+)

CDS_0035
phosphoadenosine phosphosulfate reductase (CDS_0036)

CDS_0037

IMGVR_UViG_3300045988_045379|3300045988|Ga0495776_061206 21171:28452(+)

CDS_0033
CDS_0037

CDS_0038

CDS_0039

CDS_0040

MGV-GENOME-0258846 21381:29651(+)

CDS_0033
CDS_0034

CDS_0036
CDS_0037 CDS_0038

MGV-GENOME-0227274 21413:28719(+)

CDS_0034

MADS__mad1 (CDS_0035)
CDS_0037

CDS_0038 CDS_0039

IMGVR_UViG_3300045988_039961|3300045988|Ga0495776_060876 21413:28071(+)

CDS_0037
CDS_0038 CDS_0039

uvig_391698 21306:30436(+)

CDS_0033
CDS_0034

CDS_0035
CDS_0036

CDS_0038

CDS_0039 CDS_0040

uvig_380395 21282:28585(+)

CDS_0033
CDS_0035

CDS_0036

cysH_IV-B_1 (CDS_0037)

CDS_0038

uvig_175857 22402:30620(+)

FbpABC (VF0272) (CDS_0035)

ABC-type heme transporter (VF0739) (CDS_0036)
DNA methyltransferase (CDS_0037)

CDS_0039

phosphoadenosine phosphosulfate reductase (CDS_0040)

CDS_0041

MGV-GENOME-0227923 21391:28053(+)

CDS_0031
CDS_0037

CDS_0038 CDS_0039

IMGVR_UViG_3300029746_000328|3300029746|Ga0245173_100059|101191-133464 21268:27545(+)

CDS_0032
CDS_0036

CDS_0037
CDS_0038

CDS_0039

IMGVR_UViG_3300045988_043180|3300045988|Ga0495776_010868 20560:27000(+)

CDS_0036
CDS_0037

CDS_0038
CDS_0039

uvig_443024_ 31339:35357(+)

45

phosphoadenosine phosphosulfate reductase (CDS_0046)

47
48

49

uvig_339845 32146:36164(+)

CDS_0038
CDS_0039 CDS_0040

uvig_200617 37083:41021(+)

CDS_0047
phosphoadenosine phosphosulfate reductase (CDS_0048)

CDS_0049
CDS_0050

uvig_289301 22023:33107(+)

CDS_0033

TIGRFAMs: mercury(II) reductase (TIGR02053.1) (CDS_0034)

CDS_0035

Sigma L (VF0855) (CDS_0036)
CDS_0039

CDS_0040 CDS_0041

MGV-GENOME-0239967 21762:30362(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035
CDS_0036

CDS_0038

CDS_0039 CDS_0040

IMGVR_UViG_3300014963_000784|3300014963|Ga0134523_1001005|9783-44931 21345:30422(+)

CDS_0032 CDS_0033
CDS_0035

CDS_0036

CDS_0037

CDS_0038

IMGVR_UViG_3300007793_000004|3300007793|Ga0105888_101041 21412:27050(+)

CDS_0037
CDS_0038

CDS_0039

MGV-GENOME-0224027 21388:27406(+)

CDS_0037
CDS_0038

CDS_0039

CDS_0040

uvig_324583 14627:19854(+)
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38 39
MADS__mad2 (CDS_0040)
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34 35
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39 40
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28 32 33 34 35 36 37 38 39 40
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CDS_0016
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tail length tape measure protein (CDS_0011)
CDS_0015
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DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
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