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CDS_0033
CDS 0032 CDS_0036
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l CDS_0033
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CDS_0027 CDS_0030

BN O DHEINETD-DOINDE
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PEODL_ A H-HMED-DEDIDE
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MGV-GENOME-0207211 17867:24488(+)

CDS_0027 CDS_0028

EOPEEEDO-D— DD

IMGVR_UViG_3300045988_029729|3300045988|Ga0495776_115594 17989:24335(+)
endolysin (CDS_0027) CDS_0028 CDS_0032

POBEEDDDHEDC
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endolysin (CDS_0027) CDS_0028
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COPEOEDO-D DD > D
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endolysin (CDS_0027) CDS_0028 CDS_0032

BOPBEMEDO-DHED--L 1 D
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CDS_0027 CDS_0028
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endolysin (CDS_0027) CDS_0028
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endolysin (CDS_0027) CfDSfOOZST
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CDS_0031 CDS_0032
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IMGVR_UViG_3300013901_000031|3300013901|Ga0116652_1000156 17947:23373(+)
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Serine protease (VF1055) (CDS_0037)
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CDS_0030
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PO HHED-PIC___ D
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Siderophore-dependent iron uptake system (VF0738) (CDS_0034)
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