CDS_0061 dUTPase (CDS_0068)

CDS_0063 CDS_0066 CDS_0070 CDS_0072
CDS_0062 CDS_0064 CDS_0065 CDS_0067 CDS_0069 | CDS_0071 | CDS_0073 CDS_0074 CDS_0075

DA A I, R N I N, N B R |
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IMGVR_UViG_3300045988_027146|3300045988|Ga0495776_187867 45355:51689(+)

CDS_0060

DA A AHTTO{ O . 4

MGV-GENOME-0297526 32042:37818(+)

cas12f2_V-F_2 (CDS_0076) transposase (CDS_0077)
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IMGVR_UViG_3300029362_000624|3300029362|Ga0243852_1000047|32829-97127 47147:53045(+)
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IMGVR_UViG_3300045988_031092|3300045988|Ga0495776_150496 45509:52834(+)
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