radical SAM domain protein (CDS_0036)
integrase (CDS_0035)
CDS_0038 integrase (CDS_0045)

CDS_0040
CDS_0041
L tbs_0043 CDS_0049
CDS_0039 CDS_0048
Cb5_0042 CDS_0047

DS_0037 CDS 0044 |CDS_0046 Holliday junction resolvase (CDS_0050)

uvig 187018 26708:36384(+)
CDS_0043

PO-REAETK D

IMGVR_UViG_3300045988_111892|3300045988|Ga0495776_069223 26708:34742(+)

anti-restriction protein (CDS_0045)
tail protein (CDS_0046)
43 49
34 40 42 44 4748[

IMGVR_UViG_3300045988_115649|3300045988|Ga0495776_093610 26013:40456(+)

NifU-like Fe-S cluster assembly protein (CDS_0054)
anti-restriction protein (CDS_0048)
46 Dnd__DndA (CDS_0053)
40 43 4547 | 49 50 51 52 | |55

—
uvig_32906 28901:44299(+)
anti-restriction protein (CDS_0048)
46
45747 | 49 50

MGV-GENOME-0328857 28901:39270(+)

VirR/VirS (VF0791) (CDS_0061)  AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0074)

RegX3 (VF0858) (CDS_0060) HitABC (VF0268) (CDS_0069)
anti-restriction protein (CDS_0045) fransposase (CDS_0065) RegXﬁ/FOBSS) (CDS_0072)
43 50 MntABC (VF0455) (CDS_0055) 64
36 4244 | 4647 48 49 5152 53 54 | 56 57 58 59 6263 | 66 67 68 T7a| 73

uvig 177288 26235:69586(+)

Cfr family 23S rRNA (adenine(2503)-C(8))- methyltransferase (NFO00424.4) (CDS_0053)
cyanobacterial phosphor|bosylglycmam|de formyltransferase (CDS_0055)
Serine-threonine phosphatase stp VFO7ﬁ77 CDS_0052)

anti-restriction protein (CDS_0045) peptlde deformylase (CDS_0056) BREX__pglZA (CDS_0061)
serine-threonine kinase (CDS_0051) BREX__pglX1 (CDS_0058) BREX_ brxL (CDS_0062)
4041 4344 | 46 47 4849 50 | | 54 57 59 60 | 63 64
— I N S

uvig_85020 26880:64927(+)

k 10000 nt 1
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