single strand DNA binding protein (CDS_0035)

tail protein (CDS_0021) 25 amidase (CDS_0030) 34
19 20 22 23 24] 26 27 2829 | 31 32 33] | RusA-like Holliday junction resolvase (CDS_0036)
SAMEA2580110_a1_ct90055_vs1 14653:26229(+) —
25
24] 26 27 282930

MGV-GENOME-0227182 14653:25454(+)

amidase (CDS_0033)
26 31
24 25] 27 2829 30 [32 | 34

!%

uvig 453886 14672:26559(+)

Erf-like ssDNA annealing protein (CDS_0040)
Mu Gam-like end protection (CDS_0039)
25 amidase (CDS_0030) 37
24] 26 27 2829 | 31 32 33 34 35 36 [38

41 42

|
T
é |

uvig 383219 14653:37259(+)

Erf-like ssDNA annealing protein (CDS_0034)
Mu Gam-like end protection (CDS_0033)
25 31
24] 26 27 282930[32

35 36

-
; |

MGV-GENOME-0245598 14653:28705(+)

CDS_0026
CDS_0025
CDS_0024] | CDS 0027

MGV-GENOME-0214541 14653:24052(+)

CDS_0025
CDS_0024 | CDS 0026

MGV-GENOME-0205712 14653:22482(+)
CDS 0024

MGV-GENOME-0200634 14653:21555(+)
tail protein (CDS_0018) CDS_0023

MGV-GENOME-0197553 13623:21023(+)
CDsS_0023

MGV-GENOME-0196492 13623:20833(+)

Erf-like ssDNA annealing protein (CDS_0031)
Mu Gam-like end protection (CDS_0030)
Retron_VI_HTH (CDS_0024)
28

25 27
T26] |29 32 33

!

MGV-GENOME-0219518 14653:2-4956(+)

9000 nt 1

DNA, RNA and nucleotide metabolism lysis other tail unknown function Defence
— I



