RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)

baseplate wedge tail fiber protein connector (CDS_0001) terminase large subunit (CDS_0007)
‘ ‘ CDS_0004 CDS_0005 portal protein (CDS_0006) CDS_0008 CDS_0009 CDS_0010

IMGVR_UViG_2636416123 000005|2636416123|2636587985|501-34201 1:11725(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
| CDS_0004 CDS_0005

;H

IMGVR_UViG_2590828667_000005|2590828667|2590865118|386371-421288 1:11748(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
CDS_0004 CDS_0005

i%

IMGVR_UViG_2588254055_000009|2588254055|2588302664(292980-329105 1:11620(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003 CDS_0004 RM_Type_II_Type_Il_MTases__Type_ll_MTases_FAM_0 (CDS_0005)

%%

IMGVR_UViG_3300025711_000241|3300025711|Ga0207696_1000183|46065-81636 1:12096(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0002 CDS_0004 CDS_0005 head-tail adaptor Ad1 (CDS_0011)

IMGVR_UViG_2648501745_000003|2648501745|2648562951]128161-160247 1:12396(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
CDS_0004 CDS_0005 head maturation protease (CDS_0008)

§

IMGVR_UViG_3300012260_000038|3300012260|Ga0122199_100012[44130-74436 1:12269(+)
2 3 4 5 6

IMGVR_UViG_2874289006_000001|2874289006|2874289014(31469-62979 1:11308(+)

CDS_0003
CDS_0002 | CDS_0004 CDS_0005

IMGVR_UViG_2551306125_000010|2551306125]2551343829(4394-36138 1:11007(+)

RecA filament binding protein Dinl (CDS_0003)
CDS_0002 T CDS_0004 CDS_0005

IMGVR_UViG_3300014022_000006|3300014022|Ga0121248_100020[15733-46069 1:11079(+)

RecA filament binding protein Dinl (CDS_0003)
CDS 0002 | CDS_0004 CDS 0005

uvig_578495 1:11196(+)

RecA filament binding protein Dinl (CDS_0003)
CDS_0002 CDS_0005

!%

IMGVR_UViG_2700989563_000003|2700989563]2701097380|15640-47836 1:10082(+)
CDS_0004 CDS_0005

uvig 205352 1:10336(+)
Reverse transcriptase (CDS_0002) CDS_0005 CDS_0006 CDS_0010 CDS_0011

IMGVR_UVIG_2511231199_000005|2511231199|2511244680[4049987-4084759 1:183076(+)

RecA filament binding protein Dinl (CDS_0003)
CDS_0002 T CDS_0004 CDS_0005

IMGVR_UViG_3300042922_001481|3300042922|Ga0456363_0001393]10886-43176 1:11099(+)
CDS_0002 CDS_0003

IMGVR_UViG_2927698415_000002|2927698415|2927698416|716344-746305 1:10645(+)
CDS_0004 terminase large subunit (CDS_0006)

IMGVR_UViG_2808606822_000003|2808606822|2808653104|225187-257339 2350:10525(+)

CDS_0005
CDS_0004 CDS_0006

IMGVR_UViG_2740892277_000001|2740892277|2740968358|112448-143092 1:11171(+)

CDS_0003
‘[cDs_0004 cDs 0005

IMGVR_UViG_2791355395_000003|2791355395/2791395257|15757-48542 1:10015(+)
CDS_0002 CDS_0003 CDS_0004

IMGVR_UViG_2541047755_000010|2541047755|2541171103|14569-47000 1:10346(+)
CDS_0004CDS_0005

IMGVR_UViG_2912551535_000008|2912551535]2912551535[4709005-4740166 1:9688(+)
CDS_0004 CDS_0005

IMGVR_UViG_2738541225_000006|2738541225|2738546520|5360044-5392220 1:9868(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003 CDS_0004

;%

IMGVR_UViG_2568526634_000008|2568526634|2568584247|558337-589955 1:10438(+)
CDS_0003 CDS_0004

IMGVR_UViG_2880028884_000001|2880028884|2880028884(630214-661654 1:10558(+)
CDS_0003 CDS_0004

IMGVR_UViG_2718218258_000001|2718218258|2718228897|648322-680181 1:10706(+)

CDS_0004
CDS_0003 CDS_0005

IMGVR_UViG_2871675190_000001|2871675190|2871675194|209778-241434 1:10366(+)
CDS_0003 CDS_0004

IMGVR_UVIG_2657245549_000007|2657245549|2657312999|586940-619064 1:10265(+)
CDS_0003

IMGVR_UViG_2695420679_000007|2695420679|2695465424|3-31638 1:9592(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003CDS_0004

é#

uvig 419971 1:11155(+)
CDS_0003 CDS_0004

IMGVR_UViG_2588254061_000001|2588254061|2588302793|717670-749188 1:10485(+)

CDS_0004
CDS_0003 CDS_0005

IMGVR_UViG_2617271250_000003|2617271250|2617358854|295618-328387 1:10627(+)
CDS_0003 CDS_0004  CDS_0005

SAMNO0998693_a1_ct14424 vs1 1:11458(+)

CDS 0002 CDS_0004
CDS_0003 | CDS_0005

IMGVR_UViG_2874870605_000008|2874870605|28748706054099932-4133946 1:11195(+)
CDS_0003

IMGVR_UViG_640427113_000007|640427113]640427145|3783633-3815364 1:10901(+)
CDS_0003

IMGVR_UViG_2684622650_000002|2684622650(2684637492|651436-684983 1:9849(+)
CDS_0003 CDS_0004

IMGVR_UVIG_2563367059_000014|2563367059]2563420295(75240-108715 1:10648(+)
CDS_0003 CDS_0004

IMGVR _UVIG_ 2684622573 000002|2684622573]2684629744|5602-42141 1:10550(+)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0004) CDS_0005 CDS_0006

IMGVR_UViG_2718218004_000001|2718218004|2718228395(656462-692423 1:14026(+)

RecA filament binding protein Dinl (CDS_0002)
Septu__PtuB (CDS_0003)
| Septu_PtuA (CDS_0004)

———— T —————— ———
IMGVR_UViG_3300031418_000762|3300031418|Ga0308166_1000601|10857-46755 1:11461(+)
CDS_0003

IMGVR_UViG_2877566093 000006|2877566093|2877566093|3427297-3460844 1:10452(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003
| cDbs_0004

!%

IMGVR_UViG_3300011692_000014|3300011692|Ga0120966_100029[42961-74709 1:10647(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003
| cDps_0004

4‘
|
|

SAMN11031319_a1_ct3717 1:10782(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003AbiP2_AbiP2 (CDS_0004)

g%

IMGVR_UViG_3300011362_000003|3300011362|Ga0121183_10003|63417-94353 1:12023(+)

serine-threonine kinase (CDS_0003)
RecA filament binding protein Dinl (CDS_0002) CDS_0004

IMGVR_UViG_3300011522_000036|3300011522|Ga0122195_10014(26684-57467 1:11158(+)

RecA filament binding protein Dinl (CDS_0002)
PD-T4-10_PD-T4-10_A (CDS_0003)
‘ PD-T4-10__PD-T4-10_B (CDS_0004)

IMGVR_UViG_2860573271_000001|2860573271|2860573271|633336-667123 1:10631(+)

DksA-like zinc-finger protein (CDS_0038)

CDS_0036

ETDS_0(537 RM_Type_ll_Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0003)
| T | cps.0039 CDS 0004  CDS_0005

TemPhD_cluster_44028 30852:12683(+)
RecA filament binding protein Dinl (CDS_0002)

ClI-like transcriptional activator (CDS_0035) T
cell division inhibitor (CDS_0036) RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
| TcDs.0037 | CDS_0004  CDS_0005

I
TemPhD_cluster_43703 32419:12564(+)

RM_Type_ll__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
CDS_0004 CDS_0005

|
\

IMGVR_UViG_2859243816_000005|2859243816|2859243816|5278697-5311060 1:12586(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
| CDS_0004 CDS_0005

g

IMGVR_UViG_2571042188_000002|2571042188|2571056903|684810-718037 1:13203(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (cbs_0002) 4 5 6

IMGVR_UViG_2907859159_000001|2907859159|2907859159|640192-673811 1:12565(+)
CDS_0003

TemPhD_cluster_62759_ 32431:9919(+)
CDS_0003 CDS_0004

TemPhD_cluster_52241 30143:10652(+)
Rst_ 2TM_1TM_TIR_Rst_2TM_TIR (CDS_0003) Rst 2TM_1TM_TIR_Rst_1TM_TIR (CDS_0004)

TemPhD_cluster_63247_ 30324:10191(+)
DNA polymerase exonuclease subunit (CDS_0009) CDS_0013

TemPhD_cluster_63640 2846:13857(+)
CDS_0003

TemPhD_cluster_44009 31087:9170(+)
CDS_0003 CDS_0004

TemPhD_cluster_62866_ 31259:10657(+)
CDS_0003 CDS_0004

TemPhD_cluster_52210 30424:10265(+)
CDS_0003 CDS_0004

TemPhD_cluster_52146 30522:10367(+)
CDS_0003 CDS_0004

TemPhD_cluster_33728 30719:10706(+)
CDS_0003 CDS_0004

TemPhD_cluster_37927 31265:10540(+)
CDS_0003 CDS_0004

TemPhD_cluster_62988_ 31573:10438(+)
CDS_0011AbiP2__AbiP2 (CDS_0012)

TemPhD_cluster 63655 2687:15094(+)
CDS_0043 CDS_0003 CDS_0004 CDS_0005

TemPhD_cluster_51363 32857:10586(+)
CDS_0003 CDS_0004

TemPhD_cluster_30740 28954:10586(+)

CDS_0004
CDS_0040 CDS_0003 | CDS 0005

TemPhD_cluster_38255 27532:10298(+)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)

CDS_0004
L o By B Sy SO SR Ny W
TemPhD_cluster_43749 33019:12011(+)
CDS_0004

CDS_0003 CDS_0005

TemPhD_cluster_62609_ 33104:11338(+)

CDS_0004
CDS_0003 CDS_0005

TemPhD_cluster_62792_ 32260:11339(+)

AbiP2_AbiP2 (CDS_0003)
CDS_0004CDS_0005

%

TemPhD_cluster_62831_ 32186:11299(+)

Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0004)
CDS_0006
CDS_0003 CDS_000:

g#

TemPhD_cluster_43962 31087:11609(+)
PD-T4-10__PD-T4-10_A (CDS_0003) PD-T4-10_ PD-T4-10_B (CDS_0004)

TemPhD_cluster_62682_ 32936:10529(+)
CDS_0003 CDS_0004

TemPhD_cluster_24932 33259:10338(+)
CDS_0037 CDS_0003AbiP2_AbiP2 (CDS_0004)

TemPhD_cluster_38202 28883:11430(+)

DksA-like zinc-finger protein (CDS_0036)
T CDS_0037 CDS_0003AbiP2__AbiP2 (CDS_0004)

TemPhD_cluster_30738 28534:11295(+)

CDS_0004
CDS_0003 CDS_0005

TemPhD_cluster_33840 29395:10534(+)
CDS_0038 CDS_0003

TemPhD_cluster_20047 29126:9176(+)
CDS_0036 CDsS_0003

TemPhD_cluster_10984 29861:9077(+)
CDS_0003 CDS_0004

TemPhD_cluster_37856 31609:11239(+)

RecA filament binding pTrotein Dinl (CDS_0003)
RecA filament bindinggﬁotein Dinl (CDS_0002)
Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0005)

— T
N
o

I
TemPhD_cluster_37785_ 31944:11168(+)

RecA filament binding protein Dinl (CDS_0003)
RecA filament binding protgin Dinl (CDS_0002)
Lamassu-Fam__ LmuA_effector_Hydrolase (CDS_0005)
CDS_0004

§+

—
TemPhD_cluster_63015_ 30601:11168(+)

Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0004)
CDS_0037 CDS_0006
| cDs 0038 CDS_0003 CDS_0005

iﬁ

TemPhD_cluster 51872 31112:11156(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
‘ CDS_0004 CDS_0005

%

TemPhD_cluster_62390 33461:11620(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0002 CDS_0004 CDS_0005

I
TemPhD_cluster_43747 32295:11617(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0002 CDS_0004 CDS_0005

—
TemPhD_cluster_43580 33456:11615(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
| CDS_0004 CDS_0005

|
%

TemPhD_cluster 33612 31951:11620(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
\ CDS_0004 CDS_0005

g

TemPhD_cluster_51416 33196:11866(+)

RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
‘ CDS_0004 CDS_0005

I
%

TemPhD_cluster_62606_ 32633:11748(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
RecA filament binding protein Dinl (CDS_0002)
queuine tRNA-ribosyltransferase (CDS_0043) CDS_0004 CDS_0005

g

TemPhD_cluster_51557 31778:11717(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0003)
CDS_0002 CDS_0004 (CDS_0005

TemPhD_cluster 62508 31982:11710(+)
2 3 4 5 Lamassu-Fam_ LmuB_SMC_Cap4_nuclease_Il (CDS_0006)

TemPhD_cluster_51371 33553:11801(+)

RecA filament binding protein Dinl (CDS_0002)
RNA-binding protein (CDS_0038) CDS_0003

g%

TemPhD_cluster_33815 29685:10318(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003

!%

SAMNO3418253 a1 _ct233216_vsl 1:10318(+)

Retron_VI_HTH (CDS_0004)
T)aymerase (CDS_0005)
3 | 6 7

TemPhD_cluster_44061 30605:11724(+)

Retron_VI_HTH (CDS_0004)
mymerase (CDS_0005)
3 | 6 7

TemPhD_cluster_52192 30063:11629(+)

Retron_VI_HTH (CDS_0004)
mymerase (CDS_0005)
3 | 6 78

TemPhD_cluster_44008 30624:11764(+)

Retron_VI_I-ﬂ (CDS_0004)
polymerase (CDS_0005)
3 | 6

~

TemPhD_cluster_18151 30624:11764(+)

Retron_VI_lﬁ (CDS_0004)
polymerase (CDS_0005)
3 | 6 7 8

TemPhD_cluster_63463_ 29218:11765(+)

Retron_VI_lﬂ'ﬂ (CDS_0004)
polymerase (CDS_0005)

w
o~
~

IMGVR_UVIG_2909172862_000001|290917286T\2909172862|670893-700835 1:11725(+)
Retron_VI_HTH (CDS_0004)
Retron_ RT Tot_1 (CDS_0005)

| 6 7 8

;

IMGVR_UViG_2690316239_000004|2690316239|2690362505(296547-327682 1:11768(+)

Retron_VI__HTH (CDS_0004)
Retron__RT_Tot_1(CDS_0005)

w
o
IN

IMGVR_UViG_2718218007_000002|2718218007|2718228410|658078-694390 1:11527(+)

Retron_VI_HTH (CDS_0005)
Retron__RT_Tot_1 (CDS_0006)
4 | 7

|co

IMGVR_UViG_2718218148_000001|2718218148|2718228691(666985-705488 1:13436(+)

Retron__RT _Tot_1 (CDS_0006)
transposase (CDS_0005)

|
4

IMGVR_UViG_2886107907_000002|2886107907|2886107907|3324489-3363774 1:14502(+)

Retron_VI_Iﬂ (CDS_0004)
Retron__RT_Tot_1 (CDS_0005)

w
o
IN

IMGVR_UViG_2667527999_000004|2667527999|2667600468|113311-149623 1:11527(+)

Retron_VI_Iﬁ (CDS_0004)
Retron_ RT_Tot_1 (CDS_0005)
3 | 6 7

TemPhD_cluster_20623 34281:11527(+)

Retron_VI__HTH (CDS_0004)
Retron, RT_Tot_1 (CDS_0005)
3 | 6 7

e —————————— N
IMGVR_UViG_2687453139_000002|2687453139|2687453545(680165-716476 1:12130(+)
CDS_0013 terminase large subunit (CDS_0015) baseplate hub (CDS_0020)
PO o —C @O O{T0h

TemPhD_cluster_63617 3260:15482(+)

RecA filament binding protein Dinl (CDS_0002)
CDS_0003CDS_0004 terminase large subunit (CDS_0006)

IMGVR_UViG_3300011164_000018|3300011164|Ga0122310_100017[91016-122657 1:11117(+)

RecA filament binding protein Dinl (CDS_0002)
phosphoadenosine phosphosulfate reductase (CDS_0042) CDS_0003 CDS_0004

I
a

TemPhD_cluster_37805_ 31057:11236(+)

5000 nt 1

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail
I —
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