PD-Lambda-1_ PD-Lambda-1 (CDS_0102)
phosphofructokinase (CDS_0110)
dCTP deaminase (CDS_0100)

105
91 9% 99 104 107 109 113 115
85 86 878889 90 [929394 95[9798[ |101 | 103 106 108 | 111 1127 114 | 116

IMGVR_UViG_3300029464_000004|3300029464|Ga0244165_100108 74177:94842(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0099)
dCTP deaminase (CDS_0097)
88 93 96 101
83 848586 87 [89 90 9192 [9495] |98 100 102103 phosphofructokinase (CDS_0104)

IMGVR_UViG_3300045988_170446|3300045988|Ga0495776_057048 73357:93611(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0103)
HNH endonuclease (CDS_0099) phosphofructokinase (CDS_0111)
dCTP deaminase (CDS_0101)
85 91 96 105 108 11
{86 878889 90 [92 93 9495 [ 9798|100 |102 ‘ 104 106 107 109 | 112

uvig 253241 74429:96023(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0104)
dCTP deaminase (CDS_0102)
107
106 109 111 phosphofructokinase (CDS_0113)
105 | 108 110 112

93 98 100
88 899091 92 [94 95 9697 [ 99 101 |103

uvig 234218 75178:96282(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0105)
phosphofructokinase (CDS_0112)
dCTP deaminase (CDS_0103)
HNH endonuclease (CDS 0101) 108
93 98 100 107 110
8788899091 92 [94 959697 [99 | | 102 [104 | 106 | 109[111 114

MGV-GENOME-0364192 74206:95143(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0101)
phosphofructokinase (CDS_0107)
dCTP deaminase (CDS_0099)
HNH endonuclease (CDS_0097) 104

94 103 106
8182 84 85868788 89 90 919293 [9596 | 98 |100 | 107 | 105 || 108

MGV-GENOME-0364808 73143:95808(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0101)
DNA methyltransferase (CDS_0106)
phosphofrﬁokinase (CDS_0108)
dCTP deaminase (CDS_0099)
HNH endonuclease (CDS_0097) 104
90 94 96 103
8889 [9192 93[95] | 98 |100 | 102 | 105 | 107 109

MGV-GENOME-0362688 75545:93224(+)

PD-Lambda-1__PD-Lambda-1 (CDS_0104)
dCTP deaminase (CDS_0102) phosphofructokinase (CDS_0112)
HNH endonuclease (CDS_0100) 107

97 10 1
88 899091 92 93 94 ‘L596T9899T1Q1‘193 ‘ 105 | 108109110 || 113

MGV-GENOME-0366044 75485:97274(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0103)
dCTP deaminase (CDS_0101) phosphofructokinase (CDS_0111)
106
105 11
104 | 107108109 [| 112

93 97 100
8788 899091 92 [94 95 96 [ 9899 |102

uvig 324535 75139:96407(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0105)
dCTP deaminase (CDS_0103)

101 108 phosphofructokinase (CDS_0114)
88 93 98 100 107 112 117
8687 899091 92 [94 959697 [99] |102 (104 | 10| 109110111113 115 [ 118

uvig 233850 73973:96176(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0105)
phosphofructokinase (CDS_0108)
HNH endonuclease (CDS_0101)
dCTP deaminase (CDS_0103)
93 98 100 T 107 HNH endonuclease (CDS_0110)
102 |104

89 9091 92 [94 95 9697 [99 | 106 109 111112 117

MGV-GENOME-0366152 76874:98652(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0099)
HNH endonuclease (CDS_0095)
dCTP deaminase (CDS_0097)
92
87 88 89 9091 | 9394

96 | 98 100 101 phosphofructokinase (CDS_0102)

IMGVR_UViG_3300045988_173572|3300045988|Ga0495776_114955 76355:93182(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0099)
HNH endonuclease (CDS_0095)
dCTP deaminase (CDS_0097)
92
87 88 89 9091 | 9394

96 | 98 100 101 phosphofructokinase (CDS_0102)

—
MGV-GENOME-0362653 76355:93182(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0103)
HNH endonuc@se (CDS_00‘99)
dCTP deaminase (CDS_0101)
96
8889 90 91 92 93 9495 [ 9798

@—(192 104 105 phosphofructokinase (CDS_0106)

MGV-GENOME-0364853 76457:95874(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0103)
HNH endonuclefase (CDS_OO?‘))
dCTP deaminase (CDS_0101)
96
8889 90 91 92 93 9495 | 9798

1&0—(192 104 105 phosphofructokinase (CDS_0106)

IMGVR_UViG_3300045988_165714|3300045988|Ga0495776_143246 76457:95874(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0103)
HNH endonuclease (CDS_0099)
dCTP deaminase (CDS_0101)
96
87 888990 91 92 93 9495 | 9798

120—[[92 ‘ 104 phosphofructokinase (CDS_0105)

uvig 206722 82094:102507(+)
HNH endonuclease (CDS_0096)

93
84 858687 88 89 90 9192 [ 9495 phosphofructokinase (CDS_0097)

@ E-@@d@HHad—¢—{ )-DDbbi

MGV-GENOME-0360154 72813:89039(+)

PD-Lambda-1__PD-Lambda-1 (CDS_0105)
phosphofructokinase (CDS_0113)
HNH endonuclease (CDS_0101) 108

endolysin (CDS_0097) 109 111
98 100| 102 104 107 11
8889909192 93 949596 | |99 | [103] 106 || 120] | 114 116

IMGVR_UViG_3300045988_166206|3300045988|Ga0495776_143196 75496:95737(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0105)
‘phosphofructokinase (CDS_0113)
dCTP deaminase (CDS_0103)

108
HNH endonuclease (CDS_0101) 109 111
98 100 107 11

8990919293 94 9596 97 [99 [ 132‘194‘ 108 || 110] | 114

IMGVR_UViG_3300045988_172520|3300045988|Ga0495776_143290 75495:95976(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0103)
phosphofructokinase (CDS_0111)
dCTP deaminase (CDS_0101)
106
HNH endonuclease (CDS_0099) 107 109

96 10 11
88 899091 92 9394 95 [9798|100|102 | 104 || 108 | 112

MGV-GENOME-0364899 75497:95942(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0106)
phosphofructokinase (CDS_0114)
dCTP deaminase (CDS_0104)
\ 109
HNH endonuclease (CDS_0102) 110 112
97 100 108] 11
8990919293 94 9596 |98 99[101| 103 [105 | 107 || 114]| 115

IMGVR_UViG_3300035644_000078|3300035644|Ga0134398_00094 75544:95940(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0106)
phosphofructokinase (CDS_0114)
HNH endonuclease (CDS_0102) 109
endolysin (CDS_0098) 110112
100 | 103 105 108] 11
8990919293 94 9596 97| 99[101| [ 104[ 107 || 124] | 115

IMGVR_UViG_3300045988_167995|3300045988|Ga0495776_037563 75497:96066(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0102)
‘phosphofructokinase (CDS_0110)
dCTP deaminase (CDS_0100)

| 105
HNH endonuclease (CDS_0098) 106 108

95 104] 10
89 90919293 94 [9697 | 99 |101 | 103]| 107]| 111

IMGVR_UViG_3300035646_000049|3300035646|Ga0134425_00057 75545:93410(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0091)
phosphofructokinase (CDS_0098)
HNH endonuclease (CDS_0087)
dCTP deaminase (CDS_0089)
84 86 92 94 96
75 767778 79 80 818283 [85] | 88 |90 93/ 95 %7 99

MGV-GENOME-0354118 60950:81105(+)
PD-Lambda-1_PD-Lambda-1 (CDS_0099)

ArdA anti-RM (AP1S003) (CDS_0085) phosphofructokinase (CDS_0105)
anti-RM (APIS063) (CDS_0080) dCTP deaminase (CDS_0097)
Retron_VI_HTH (CDS_0082) 102
84 93 95 101 104
81 83] 8788899091 92 [94] 96 | 98 100 | 1037 | 106

—— —
MGV-GENOME-0362481 70688:92922(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0103)

HNH endonuclease (CDS_0110)
dCTP deaminase (CDS_0101) phosphofructokinase (CDS_0111)
restriction endonucleasﬁCDS_‘OO‘)?) 106

91 96 105 108
87 8889 90 [92 93 9495 [ 9798 | 100 102 | 104 | 107 109 112

uvig 256901 75114:95858(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0099)
HNH endonuclease (CDS_0106)
dCTP deaminase (CDS_0097) phosphofructokinase (CDS_0107)

102
93 95 101 104 109
86 87 88 89 90 9192 94 [96 |98 100 | 103 105 108 110

IMGVR_UViG_3300045988_166503|3300045988|Ga0495776_000539 74440:95217(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0100)
dCTP deaminase (CDS_0098)
103 phosphofructokinase (CDS_0109)
103 105 107
101 | 104 [ 106 108 | 110

94 96
8586 878889 90 91 9293 [ 95 [97 | 99

I

MGV-GENOME-0364902 75499:95967(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0101)

dCTP deaminase (CDS_0099)

104 phosphofructokinase (CDS_0110)
96 103 106 108
85 87 838990 91 929394959798 (100 | 102|105 [ 107 109 | 111
MGV-GENOME-0363998 69073:94908(+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0105)
HNH endonuclease (CDS_0101)
dCTP deaminase (CDS_0103)
89 98 100 107 109
86 881909192 93 94 959697 [99 ] |102 [104 | 106 108] 110 111
MGV-GENOME-0365543 70181:96622(+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0106)
DNA methyltransjgrase (CDS_0109)
HNH endonuclease (CDS_0102) phosphofructokinase (CDS_0110)
dCTP deaminase (CDS_0104)
100 ‘ HNH endonuclease (CDS_0113)
81 8384 858687 88 89 90 919293 94 95 9697 9899 [101 103 [105 107 108 111 112 114115

— -
uvig 156988 69852:102838(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0100)
phosphofructokinase (CDS_0104)
dCTP deaminase (CDS_0098)
93 ‘ 102 | homing endonuclease (CDS_0107)
8384 858687 88 89 9091 92 | 94959697 | 99 101 03| 105 106 108 109

\MGVRiLViG_ESOOO459887165429|3300045988\Ga0495776_056829 69852:98381(+)

PD-Lambda-1__PD-Lambda-1 (CDS_0100)
phosphofructokinase (CDS_0105)
dCTP deaminase (CDS_0098)

endolysin (CDS_0093)
89 94 96
99

848586 87 88 [90 9192 | [95][97

103
102 homing endonuclease (CDS_0107)
101 |104 106 108 109

\MG\/R,UTiGE3OOO45988,162791I33OOO45988\6304957767000020 69157:96557(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0101)
DNA methyltransferase (CDS_0104)
‘ phosphofru?tokinase (CDS_0106)
dCTP deaminase (CDS_0099)
87 91 95 97 102 HNH endonuclease (CDS_0109)
8584 88 8990 [92 93 94 [ 96 [98 |100 T 103 105/ 107 108 110111

— —
MGV-GENOME-0364552 68406:96769(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0100)
DNA methyltransferase (CDS_0103)
\ phosphofructokinase (CDS_0105)
dCTP deaminase (CDS_0098)
90 94 96 101 homing endonuclease (CDS_0108)
85 86 87 8889 [91 92 93 [95][97 |99 T 102 104/ 106 107 109 110

\MGVR,UTG,S-BOOO4588,167863|3300045988\Ga04957767000106 68405:96821(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0104)
phosphofructokinase (CDS_0107)
dCTP deaminase (CDS_0102)

93 98 100 10
85 89 9091 92 [94 95 9697 [ 99 [101 |103 105 | 108

— - —
MGV-GENOME-0363625 72072:94416(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0102)
94 dCTP deaminase (CDS_0100)

93 97 104
89 9091 92 [[9596 | 98 99T191 ‘ 103 105106  phosphofructokinase (CDS_0107)

uvig 547004 76207:93745(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0081)
dCTP deaminase (CDS_0079)
71 76 83
5960 61 62 63 67 68 69 70 T72 73 7475 T7QS 80 8%T84 85  phosphofructokinase (CDS_0086)

MGV-GENOME-0351627 51376%374&)

PD-Lambda-1_ PD-Lambda-1 (CDS_0104)
dCTP deaminase (CDS_0102)
endolysin (CDS_0098)
95 100
91 92 93 94 [96 97 99101 |103

106
105 107108  phosphofructokinase (CDS_0109)

— — —
IMGVR_UViG_3300045988_172833|3300045988|Ga0495776_037683 72307:96388(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0102)
dCTP deaminase (CDS_0100)
92 97 104
88 8990 91 [93 94 9596 [9899 101 | 103 105106 phosphofructokinase (CDS_0107)

— —
MGV-GENOME-0364319 71182:95313(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0102)
phosphofructokinase (CDS_0107)
dCTP deaminase (CDS_0100)

92 97 104
88 8990 91 [93 94 9596 [9899 101 | 103 105106 111

— ]
uvig 170943 71185:96545(+)

PD-Lambda-1_ PD-Lambda-1 (CDS_0102)
dCTP deaminase (CDS_0100)

93 97 104
88 8990 9192 [94 95 96 [ 98! 99T191 ‘ 103 105106  phosphofructokinase (CDS_0107)

_— . _—
uvig 555132 71790:96102(+)

PD-Lambda-1_PD-Lambda-1(CDS_0101)
dCTP deaminase (CDS_0099)

endolysin (CDS_0095)
91 96
100

87 888990 [92 93 94| [9798

103
102 104105 phosphofructokinase (CDS_0106)

S— D

\MG\/R,UVin33CE)O45988,171576|33OOO45988\Ga04957767075923 70679:94514(+)

PD-Lambda-1_PD-Lambda-1 (CDS_0103)
95 dCTP deaminase (CDS_0101)

94 98 100 105

90 9192 93 [19697 [99 | |102 | 104 106107 phosphofructokinase (CDS_0108)

Wig 559791 71219:94471(+)
PD-Lambda-1_PD-Lambda-1 (CDS_0100)
dCTP deaminase (CDS_0098)
90 93 95 102
78 79 85 86 87 8889 [91 92 [ 94 [9697 |95 101 103104  phosphofructokinase (CDS_0105)

-
uvig_551702 69226:94604(+)

96 99 101 103
919293 94 95 97 98 [100] 102[ 104

MGV-GENOME-0361849 77296:91953(+)

PD-Lambda-1__ PD-Lambda-1 (CDS_0095)
dCTP deaminase (CDS_0093)
91 |DNA r‘nethyltransferase (CDS_0098)
878889 90 [92 |94 | 9697 | 99100 101102

uvig 256323 75378:92288(+)
88 89 909192

EXACKETT0{ H-OPD

MGV-GENOME-0357254 75607:84352(+)

HNH endonuclease (CDS_0089)
84 858687 88 90 91

EHEKEHDED-HB)DIDED

MGV-GENOME-0358014 74396:85628(+)

HNH endonuclease (CDS_0088)
8586 87 89 90

@D D-B)-DIBED

MGV-GENOME-0356651 74396:84141(+)

HNH endonuclease (CDS_0079)
CDS_0078 | CDS_0083

G—a—)-DibED

SRS019062_a1_ct53340 68193:79102(+)

CDS_0080
CDS_0079 | CDS_0082

——E - DBED

MGV-GENOME-0351132 66051:77917(+)

CDS_0078
CDS 0076
DS 0077 CDS_0083

MGV-GENOME-0351172 67604:77965(+)
CDS_0082 CDS_0083

H=GaA— 0 )-DBED

MGV-GENOME-0349217 65087:75532(+)

CDS_ 0074
CDS_0072 CDS_0080 CDS_0081

a0 DIBED

MGV-GENOME-0351192 66058:77989(+)

CDS_0079
| cDs_0080

CE—KHHTTHHDD-DODDED

MGV-GENOME-0349418 65096:75819(+)

CDS_0078
| cDs_0079

&—4—{H-H{ODBED

MGV-GENOME-0348294 64501:74198(+)
CDS 0085

OO ODED

MGV-GENOME-0351584 72605:78520(+)

CDS_0084
| cps_oo8s

EH-H-)-ODDED

MGV-GENOME-0352285 73570:79480(+)
——10000nt——mm

DNA, RNA and nucleotide metabolism lysis other unknown function Defence Anti-defence
I I



