ArdA anti-RM (APIS003) (CDS_0086)
Retron_VI_HTH (CDS_0083)
anti-RM (APIS063) (CDS_0081) ‘
74 75 76 77 78 79 80 82|84 85 87 88

D) —— D

|

uvig 547004 65712:77193(+)

ArdA anti-RM (APIS003) (CDS_0080)
Retron_VI_HTH (CDS_0077)
anti-RM (APIS063) (CDS_0075)
72 [76|78 79 | 81

- —
IMGVR_UViG_3300045988_170446|3300045988|Ga0495776_057048 62861:74463(+)

ArdA anti-RM (APIS003) (CDS_0084)
Retron_VI_HTH (CDS_0082)
anti-RM (APIS063) (CDS_0080)
78 79 81|83 85

uvig 256323 63582:76361(+)

ArdA anti-RM (APIS003) (CDS_0080)
Retron_VI_HTH (CDS_0077)

anti-RM (APIS063) (CDS_0075)

‘ 79

67 73 76| 78]

81
82

MGV-GENOME-0358014 62174:75382(+)

Retron_VI_HTH (CDS_0081)
anti-RM (APIS063) (CDS_0079)
83
78 80 | 82] 84 85

uvig_324535 64014:76122(+)

Retron_VI__HTH (CDS_0078)
anti-RM (APIS063) (CDS_0076)77 | 79 80 81

IMGVR_UViG_3300045988_165429|3300045988|Ga0495776_056829 5726:76040(+)

Retron_VI_HTH (CDS_0084)
85 ArdA anti-RM (APIS003) (CDS_0087)
anti-RM (APIS063) (CDS_0082)83 | [86

CaEC EE=<—EK EOMMNHD—TD

I L —
MGV-GENOME-0363625 67546:77942(+)

ArdA anti-RM (APIS003) (CDS_0080)
Retron_VI_HTH (CDS_0082)
78 79 | 81] 83 8485

IMGVR_UViG_3300045988_158075|3300045988|Ga0495776_000470 6325?75219&)

ArdA anti-RM (APIS003) (CDS_0082)
Retron_VI__HTH (CDS_0084)

86
8081 | 83| 85[87 8889
i < DO ID-—D)——1

MGV-GENOME-0361849 64964:78279(+)

ArdA anti-RM (APIS003) (CDS_0081)
Retron_VI__HTH (CDS_0078)

80 82 HNH endonuclease (CDS_0088)
anti-RM (APIS063) (CDS_0076)77 | 79| Ts3 85 86 87 89 90 91
A d EOBD—-G—X K . oD

MGV-GENOME-0356651 62166:81087(+)

Retron_VI_HTH (CDS_0083)
anti-RM (APIS063) (dSS_OOBl)

CDS_0084
CDS_0079 CDS_0082 CDS 0086
CDS_0071 CDS_0075CDS_ 0076  CDS_0078] | T | cps_08s

MGV-GENOME-0365543 63455:76538(+)

Lamassu-Fam__ LmuB_SMC_Hydrolase_protease (CDS_0080)
Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0084)
Lamassu-Fam__LmuA_effector_Protease (CDS_0083)

76 7778 79 81 82 | 85
K C HOK aidh @
uvig 206722 62467:83080(+)
CDS_0078
CDS.0077 |

CKCIE——(CHK

uvig_208538 61859:71762(+)

CDS_0080 CDS_0081

9

IMGVR_UViG_3300045988_172833|3300045988|Ga0495776_037683 65073:72459(+)
CDS_0079 CDS_0080 CDS_0086 CDS_0087

MGV-GENOME-0353636 65045:77312(+)

CDS_0035
CDS_0037 TDS_0034
CDS_0042 CDS_0041 CDS_0036 CDS_0033
il
aCCaC K (o
uvig_564759 27882:42300(-)
CDS_0074

CDS_0072 CDS_0073 CDS_0075

%

MGV-GENOME-0351584 60999:68017(+)

CDS_0078
CDS_0077 | CDS.0079

!

MGV-GENOME-0366152 65149:71414(+)
CDS_0070 CDS_0075 CDS_0076

uvig_224414 61800:70333(+)
CDS_0074 CDS_0075

MGV-GENOME-0349217 59794:71215(+)
CDS_0074 CDS_0075

MGV-GENOME-0362688 61796:70329(+)
CDS_ 0075

MGV-GENOME-0357254 62053:70595(+)

CDS_0071

MGV-GENOME-0352285 59992:68524(+)
CDS_0077 CDS_0078 CDS_0083

MGV-GENOME-0351172 63268:74911(+)
CDS_0076 CDS_0078CDS_0079

%

MGV-GENOME-0354715 64517:71910(+)

CDS_0076
CDS_0075 | CDS_0078

SRS019062_al_ct53340 62910:76048(+)
CDS_0102 CDS_0101

!

MGV-GENOME-0357139 81649:86319(-)
CDS_0071 CDS 0072

MGV-GENOME-0349584 60232:68155(+)

transcriptional regulator (CDS_0079)
76 77 78 T 80

MGV-GENOME-0364808 63443:76432(+)

8000 nt 1

DNA, RNA and nucleotide metabolism transcription regulation unknown function Defence Anti-defence
| N N



