CDS_0005 CDS_0009
gs_ooosT CDS_0008
€DS_0004 CDS_0006 CDS 0007 | | CDS_0010 CDS_0011 CDS_0012

I e S— S
Station189_MES_ALL_assembly_ NODE_2022_length_30484_cov_22.798219 1430:12766(+)
CDS_0019

. ——————
Station175_SUR_ALL assembly NODE_2929 length_28784 cov_31.685266 17063:28399(-)
CDS_0019

Stat|0n78 DCM _ALL _assembly NODE_653_length 27698 _cov - 4399414 16744 26709( )
CDS_0006 CDS_0007

— |
Station155_DCM_ALL assembly_ NODE_2228_length_30282_cov_9.257022 1258:13072(+)
CDS_0016 CDS_0015

I
Station155_MES_ALL_assembly_ NODE_2910_length_29048_cov_11.937640 15356:28434(-)
CDS_0003 CDS_0004

Statlon70 SUR _ALL_assembly_ NODE_715_length_28565_cov_3.876324 50: 11465(+)
CDS_0004 CDS_0005

—
Station68_MES_COMBINED_FINAL_NODE_1661_length_27801_cov_7.462409 2:12129(+)
CDS_0006 CDS_0007 CDS_0008

Stat|0n42 DCM _ALL_assembly NODE_540_length_27796_cov_ 10081179 1042: 11283( )
CDS_0019 CDS_0018 CDS_0017

Station201_DCM_ALL _assembly NODE_1633_length_28520_cov_9.779975 16637:28025(-)
CDS_0004 CDS_0005 CDS_0006

|
Station76_MES_COMBINED_FINAL_NODE_1964_length_28719_cov_9.238627 52:12751(+)
CDS_0020 CDS_0019 CDS_0018

Station68 DCM_ALL assembly NODE 269 length 31402 cov 4.229751 16467:30823(-)
CDS_0017 CDS_0018 CDS_0022 CDS_0023

S [ E S —
Station109_SUR_ALL _assembly_NODE_365_length_40168_cov_4.741106 10052:22064(+)
CDS_0025 CDS_0024

Stat|0n188 DCM ALL _assembly._| NODE 1247 Iength 36695 _cov_19. 667112 20311:29011(-)
CDS_0025 CDS_0026

————— ——
Station158_SUR_ALL assembly_ NODE_1714 length 42543 _cov_12.052509 12872:26710(+)
CDsS_0014 CDsS_0013

| )
Station209_MES_ALL assembly_ NODE_2029_length_36769_cov_7.143487 11650:25380(-)
CDS_0016 CDS_0015 CDS_0014

Station155 MES_ALL assembly NODE_1823 length 39035 _cov_11.511519 15926:27329(-)
exonuclease (CDS_0020) CDS_0015 CDS_0014

Statlon109 SUR_ALL _assembly_| NODE 507_length_32509_cov_18.717138 14365: 25671()
k 5000 nt 1

DNA, RNA and nucleotide metabolism tail unknown function
N



