endolysin (CDS_0018) 30
17 19 20 21 22 23 24 25 26 27 2829 [31 32 3334

MGV-GENOME-0267657 18193:28640(+)
24 25 26 27 28

MGV-GENOME-0264597 18193:27265(+)

CDS_0027
CDS 0026  Retron_VI_HTH (CDS_0028)

SRS101439_a1_ct9031 18555:25851(+)

DNA polymerase exonuclease subunit (CDS_0023)
CDS_0024 exonuclease (CDS_0029)

|
#

SRS142602_al ct19155 vs1 18423:25489(+)

transcriptional regulator (CDS_0027)
24 25 26 | 28 29 30 3132

SRS148877_al ct10751 vs1 18485:31541(+)

Virulence-associated proteins (VF0679) (CDS_0031)
DNA binding protein (CDS_0024) 25 26 27 28 29 30 35 36

l%

SRS146767_al_ct11826 18589:27471(+)

DNA binding protein (CDS_0028)
24 25 26 27 | 29 30 31

SRS098818_a1_ct11018_vs1 18443:27590(+)

DNA binding protein (CDS_0027)
24 25 26 | 28 2930

SRS100027_a1_ct20597_vs1 18506:27321(+)

DNA binding protein (CDS_0042)
Gabija__GajA (CDS_0045) 44 43 T 41 40 39

SRS149184 al ct21851 vs1 33374:40183(-)

WhiB3 (VF0288) (CDS_0025) DNA binding protein (CDS_0030)
tail protein (CDS_0018) 23  FtsK/SpolllE-like protein (CDS_0024—)F 26 27 28 29 T 31 3233

SRS144090_al ct14741 vs1 17160:34517(+)

6000 nt 1
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