glycoside hydrolase (CDS_0012) endolysin (CDS_0023)
minor tail protein (CDS_0014) 22 excisionase (CDS_0027)
11 | 13 T tail protein (CDS_0015) 16 17 18 19 2021 | 24 25 26 28 29 30 313233

18—
4

IMGVR_UViG_3300043812_000027|3300043812|Ga0455825_126 7735:29406(+)

endolysin (CDS_0024)
19 23
16 17 18] 20 2122] | 25 26

i%

IMGVR_UViG_3300029122_000296|3300029122|Ga0168799_1000164(654-45607 7733:26650(+)

endolysin (CDS_0024)
19 23
16 17 18T 20 21 QT 2526 27 2829 30 33 36

;%

IMGVR_UViG_3300029471_000175|3300029471|Ga0244196_100097(45822-95294 7733:30661(+)

UmuD-like protein (CDS_0022)
19
16 17 18] 20 21 23 24

;
\

SAMEA2737751_al_ct136511 vs1 7733:26642(+)

19
16 17 18] 20 21

IMGVR_UViG_3300029559_000319|3300029559|Ga0244915_100244(1-43906 7735:25375(+)
CDS_0016 CDS_0017

IMGVR_UViG_3300029843_000277|3300029843|Ga0245274_100259|20733-62251 7735:22206(+)

O-acetyltransferase (CDS_0016) transposase (CDS_0019) LOS (VF0326) (CDS_0023)
10 tail protein (CDS_0015) 17 18 20 21 22 Hyaluronic acid capsule (VF0244) (CDS_0024)

%
#
.

SAMNO0791950_a1_ct48080_vs1 7061:28131(+)

transposase (CDS_0018) LOS (VF0326) (CDS_0022)
tail protein (CDS_0015) 16 17 19 20 21 Hyaluronic acid capsule (VF0244) (CDS_0023)

|
-
|
|

Ma_2019_SRR413605_NODE_353_length_44735_cov_22.007610 7085:26316(+)

9000 nt 1
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