
TemPhD_cluster_18396 16602:33674(+)
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structural protein (CDS_0022)
tail fiber protein (CDS_0023)
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integrase (CDS_0027)

excisionase (CDS_0028)
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RecT-like ssDNA annealing protein (CDS_0034)
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TemPhD_cluster_4707 16552:33000(+)

tail fiber protein (CDS_0023)
excisionase (CDS_0027)

28 29 30 31 32

RecT-like ssDNA annealing protein (CDS_0033)

exonuclease VII (CDS_0034)

TemPhD_cluster_25824 16602:29476(+)

exonuclease VII (CDS_0027)

TemPhD_cluster_59562 19878:35917(+)

DNA binding protein (CDS_0025)

26
transposase (CDS_0027)

TTSS-2 secreted effectors (VF0947) (CDS_0028)

29 30
excisionase (CDS_0032)

33 34 35

RecT-like ssDNA annealing protein (CDS_0036)

exonuclease (CDS_0037)
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TemPhD_cluster_29134 19882:35713(+)

26
excisionase (CDS_0031)

32 33 34

RecT-like ssDNA annealing protein (CDS_0035)

exonuclease (CDS_0036) 39

TemPhD_cluster_48342 17883:32303(+)

exonuclease VII (CDS_0028)

Kil protein for bacterial septation inhibition (CDS_0030)

CDS_0031 DnaD-like helicase loader (CDS_0036)
DnaC-like helicase loader (CDS_0037)

Ren-like exclusion protein (CDS_0038)

TemPhD_cluster_48550 17845:31652(+)

Kil protein for bacterial septation inhibition (CDS_0029) CDS_0030

TemPhD_cluster_31884 17883:31672(+)

CDS_0027
Kil protein for bacterial septation inhibition (CDS_0031)

CDS_0032

TemPhD_cluster_35500 17845:31633(+)

exonuclease VII (CDS_0027)
Kil protein for bacterial septation inhibition (CDS_0029)

CDS_0030

TemPhD_cluster_27137 17845:32275(+)

Kil protein for bacterial septation inhibition (CDS_0030) CDS_0031

TemPhD_cluster_40938 17845:31636(+)

CDS_0026 integrase (CDS_0027)
Kil protein for bacterial septation inhibition (CDS_0030)

CDS_0031

TemPhD_cluster_32555 17883:31602(+)

Kil protein for bacterial septation inhibition (CDS_0029) 30 31 32 33

TemPhD_cluster_56973 33819:44915(+)

excisionase (CDS_0043)
CDS_0044

RecT-like ssDNA annealing protein (CDS_0045)

CDS_0046
Kil protein for bacterial septation inhibition (CDS_0048)

CDS_0049

TemPhD_cluster_21561 22826:33962(+)

CDS_0030
Kil protein for bacterial septation inhibition (CDS_0034)

CDS_0035

TemPhD_cluster_39960_ 29061:36532(+)

Kil protein for bacterial septation inhibition (CDS_0031)

CDS_0032
CDS_0033

CDS_0034
primosomal protein (CDS_0037)

CDS_0038

TemPhD_cluster_40765 27959:33512(+)

CDS_0031 CDS_0032

TemPhD_cluster_41251 25785:34587(+)

CDS_0031
transcriptional regulator (CDS_0032)

CDS_0033 CDS_0034

TemPhD_cluster_21715 26914:31973(+)

CDS_0030 CDS_0031
primosomal protein (CDS_0034)

CDS_0035

TemPhD_cluster_31661 30639:38319(+)

CDS_0037
CDS_0038

TemPhD_cluster_60016 28390:36319(+)

CDS_0032 CDS_0033

TemPhD_cluster_46533 33212:44120(+)

Kil protein for bacterial septation inhibition (CDS_0046) CDS_0047

TemPhD_cluster_46532 33212:44120(+)

Kil protein for bacterial septation inhibition (CDS_0046) CDS_0047

TemPhD_cluster_32429 17845:31476(+)

CDS_0024 Kil protein for bacterial septation inhibition (CDS_0030) CDS_0031

TemPhD_cluster_59481 29633:35792(+)

transposase (CDS_0031)

TemPhD_cluster_18408 19888:34356(+)

PD-T7-3__PD-T7-3 (CDS_0025)
transposase (CDS_0026)

glycosyltransferase (CDS_0027) CDS_0032
CDS_0033

TemPhD_cluster_29319 19888:32865(+)

CDS_0031
CDS_0032

TemPhD_cluster_48975_ 19888:32860(+)

integrase (CDS_0027) CDS_0031
transcriptional repressor (CDS_0032)

TemPhD_cluster_48798_ 17842:31568(+)

DarTG__DarG (CDS_0024)
CDS_0030

CDS_0031

TemPhD_cluster_41783 19888:32130(+)

transcriptional regulator (CDS_0031)
CDS_0032

CDS_0033

TemPhD_cluster_48256 30610:38526(+)

CDS_0034
CDS_0035 primosomal protein (CDS_0040)

DnaC-like helicase loader (CDS_0041)
Virulence-associated proteins (VF0679) (CDS_0044)

toxin of TA system (CDS_0045)
CDS_0046

NinB/ Orf homologous recombination mediator (CDS_0047)

TemPhD_cluster_59907 30038:38365(+)

primosomal protein (CDS_0039) CDS_0040

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence Virulence


