
TemPhD_cluster_50931 29878:36064(+)

integrase (CDS_0033)
CDS_0034

CDS_0035

CDS_0036

Cox-like excisionase and repressor (CDS_0037)

CDS_0038

CDS_0039
CDS_0040

CDS_0041

CDS_0042

DNA methyltransferase (CDS_0043)

CDS_0044
CDS_0045

CDS_0046
CDS_0047

uvig_370283 30785:34395(+)

CDS_0037 CDS_0042
CDS_0043

CDS_0044

TemPhD_cluster_62252 31046:6326(+)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

CDS_0005 CDS_0006CDS_0042
CDS_0043

CDS_0044 CDS_0046

TemPhD_cluster_51405 27395:34111(+)

CDS_0031
CDS_0032

CDS_0033 CDS_0038 CDS_0042 CDS_0043

TemPhD_cluster_33483 28150:34732(+)

CDS_0037

TemPhD_cluster_62355 28053:34272(+)

CDS_0032 CDS_0037

TemPhD_cluster_43675 26844:33489(+)

CDS_0029 CDS_0032 CDS_0035 CDS_0042

TemPhD_cluster_43453 28354:35050(+)

CDS_0030 CDS_0035 CDS_0040 CDS_0042

TemPhD_cluster_62604_ 27575:33797(+)

CDS_0036

TemPhD_cluster_62764_ 26090:32578(+)

CDS_0036

uvig_396634 28463:32044(+)

CDS_0037 CDS_0044

IMGVR_UViG_2645728064_000010|2645728064|2645779184|96630-129244 28464:31630(+)

CDS_0039

IMGVR_UViG_2700989575_000007|2700989575|2701098882|41174-76145 30851:34000(+)

CDS_0041

TemPhD_cluster_51593 29694:5613(+)

CDS_0002
CDS_0004

CDS_0005CDS_0045 DNA methyltransferase (CDS_0047)

IMGVR_UViG_3300028954_000023|3300028954|Ga0169716_10014|17065-51330 29956:33282(+)

CDS_0036 CDS_0043

uvig_396872 29433:32481(+)

CDS_0040

uvig_315002 29455:33953(+)

cell division inhibitor (CDS_0037)
CDS_0038 CDS_0044

CDS_0045
DNA methyltransferase (CDS_0046)

IMGVR_UViG_2791355270_000005|2791355270|2791387591|23796-55697 28369:31895(+)

CDS_0042 CDS_0043

IMGVR_UViG_2767802179_000003|2767802179|2767829156|36896-71870 31222:34973(+)

CDS_0045
CDS_0046

IMGVR_UViG_2718217964_000005|2718217964|2718228296|5237374-5273659 32706:36262(+)

CDS_0046 CDS_0047

IMGVR_UViG_2744054523_000012|2744054523|2744063974|40896-77044 32070:36147(+)

CDS_0045
CDS_0046

CDS_0047

IMGVR_UViG_2548876535_000006|2548876535|2548889419|26218-58407 28519:31642(+)

CDS_0038 CDS_0039

IMGVR_UViG_2767802181_000006|2767802181|2767829342|83515-119342 31590:35280(+)

CDS_0046 CDS_0047

TemPhD_cluster_51392 31052:2661(+)

CDS_0001CDS_0043
CDS_0044

CDS_0046

CDS_0047

IMGVR_UViG_2576861718_000003|2576861718|2576916456|779781-817621 34984:37839(+)

CDS_0048

uvig_316984 32703:36129(+)

CDS_0044

SAMN11031309_a1_ct306 31776:34718(+)

CDS_0043CDS_0044

uvig_67797 31499:34388(+)

CDS_0044

IMGVR_UViG_2671180958_000004|2671180958|2671298066|58828-91962 29297:33134(+)

CDS_0042

IMGVR_UViG_3300007747_000153|3300007747|Ga0101111_1000158|33-34030 30192:33996(+)

CDS_0045

IMGVR_UViG_2925480332_000006|2925480332|2925480332|5264656-5299510 31140:34831(+)

DNA methyltransferase (CDS_0045)

TemPhD_cluster_37334_ 32487:7117(+)

CDS_0002
RosmerTA__RmrA_2603008502 (CDS_0004)

CDS_0005CDS_0045 CDS_0046

uvig_279192 30261:33158(+)

CDS_0041 DNA methyltransferase (CDS_0043)

IMGVR_UViG_2537561874_000006|2537561874|2537605184|53535-86662 28812:33127(+)

CDS_0040
CDS_0041

CDS_0042

DNA methyltransferase (CDS_0043)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation

unknown function Defence


