single strand DNA binding protein (CDS_0011)
CDS_0014
CDS_0013
CDS_0012 CDS_0015 CDS_0016 Septu__PtuA (CDS_0017) Septu__PtuB (CDS_0018) GAPS1__GAPS1(CDS_0019)

IMGVR_UViG_2728369622_000001|2728369622|2728463290|170317-184153 7306:13488(+)
CDS_0016
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IMGVR_UViG_2698536412_000001(2698536412|2698549468|90398-100233 6222:9836(+)
CDS_0004 CDS_0003 CDS_0002  CDS_0001

SAMNO1773405_a1_ct117 1:5240(-)
CDS_0007 CDS_0001

\MG\/R UViG_2609460055 OOOOOi|2609460055\2609520300|24461 -35228 1:3795(-)
Holliday junction branch migration helicase (CDS_0003) CDS_0002 CDS_0001

IMGVR_UViG_638341161_000001|638341161[638372930|727545-740860 276:6097(-)

major head protein (CDS_0014)
CDS_0013 CDS_0009 transcriptional regulator (CDS_0006)
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IMGVR_UVIG_. 2600255231 _000001|2600255231|2600308582(6012-17740 3053:6142(-)
CDS_0013

S
IMGVR_UViG_2579778739_000002|2579778739|2579808731|52669-62555 6654:9743(+)
DNA methyltransferase (CDS_0013)

IMGVR_UViG_2671180784_000002|2671180784(2671276924(5862665-5872472 6071:9808(+)
CDS_0015 CDS_0016

IMGVR_UViG_2897196942_000004|2897196942|2897196942|5088149-5098051 6734:9903(+)
RloC_RIoC (CDS_0001)

IMGVR_UViG_2700989438_000001|2700989438|2701060437|1-11683 203:4917(-)

2000 nt 1
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