RT_III-AM_I1I-B_2 (CDS_0024) 32
tail fiber protein (CDS_0019) 26 29 33
17 18 20 21 22 23 25] 27 28 13031|34

%
»

MGV-GENOME-0316637 21576:35167(+)
CDS_0023 CDS_0024

MGV-GENOME-0313430 22159:30093(+)

RT_IlI-AM_III-B_2 (CDS_0031)
34
29 30 32 33] 35 36 37381394041 42

i%

MGV-GENOME-0324859 22349:39026(+)

metal-dependent phosphohydrolase (CDS_0031)
DNA ligase (CDS_0030) 37
24 25 26 27 28 29 | 32 3334353638 39

i%

MGV-GENOME-0329760 22158:37511(+)

metal-dependent phosphohydrolase (CDS_0031)
25 DNA ligase (CDS_0030) 36 39
23 DNA polymerase (CDS_0024) | 26 27 28 29 | 32 3334 35| 3738[ 40 41

;%

MGV-GENOME-0330030 22121:40543(+)

metal-dependent phosphohydrolase (CDS_0027)
DNA ligase (CDS_0026) 32 35
distal tail protein Dit (CDS_0016) 21 22 23 24 25 | 28 2930 31 3334[36 37

i%

MGV-GENOME-0328092 20843:39053(+)

metal-dependent phosphohydrolase (CDS_0032)
RT_III-AM_III-B_2 (CDS_0026)
28 DNA ligase (CDS_003 37 40
24 25 27T 29 30 | 33 3435 36| 3839[41 42

i#

MGV-GENOME-0328742 22128:40942(+)
7000 nt 1

DNA, RNA and nucleotide metabolism other tail unknown function Defence
I



