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Station168_IZZ_ALL_assembly NODE_9161_length_13053_cov_34.790429 1:10466(+)

CDS_0006 CDS_0008
T CDS_0007 DNA polymerase exonuclease subunit (CDS_0014)

Station158_MES_ALL assembly NODE_7098_length_12758_cov_48.346217 1:11224(+)

Station163_SUR_ALL_assembly_NODE_2664._length_14740_cov_15.310657 1:13206(+)

glutamine amidotransferase (CDS_0007)
amidoligase enzyme (CDS_0008)
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Station180_ZZZ ALL assembly NODE_4335_length_16666_cov_27.005177 1:15132(+)

amidoligase enzyme (CDS_0007)
glutamine amidotransferase (CDS_0006) 8 9 10 11 12

Station175_ZZ7_ALL_assembly_NODE_3376_length_16193_cov_24.458483 1:14659(+)
CDS_0006 CDS_0007

Station201_DCM_ALL assembly_ NODE_6395_length_12271_cov_22.608710 1:10720(+)

CDS_0006

Station205_MES_ALL assembly_ NODE_6291_length_11294_cov_32.321114 1:9743(+)

CDS_0006 CDS_0008
CDS_0007 CDS_0009

7158.1.61927.TGTGA Malaspina_NODE_1302_length_12413_cov_4.458820 1:10774(+)

CDS_0007
CDS_0006  CDS_0009
[ cps_0008 CDS_0014
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Station82_SUR_COMBINED_FINAL_NODE_3933_length_11176_cov_3.970416 1:10446(+)
5 67 8910 11 12

Station68_SUR_ALL_assembly NODE_2382_length_13562_cov_4.354631 1:10817(+)
5 678 9

Station155_DCM_ALL assembly NODE_6867_length_12639_cov_71.227750 1:10049(+)

6000 nt 1

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function
N



