transposase (CDS_0035)
Rz-like spanin (CDS_0025) transposase (CDS_0034) excisionase (CDS_0040)
26 27 28 2930 31 32 33 | 363738 39 | 41 42 43 4445 46

%
i{m{

mVRfuvi6728700835647000003|287OO83564\2870083564|3887639-3932262 19817:35672(+)
32 33 34 35 36 DNA primase (CDS_0037) 3839 40

MSVR_UViG_2872278132_000002|2872278132\2872278132|221O73072266539 19817:46858(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0036)
PD-Lambda-5_ PD-Lambda-5_A (CDS_0037)
‘ excisionase (CDS_0038)
30 33 34 35 | 39

i—{

MVR?UVinZéS72449497000003|2657244949\ 2657250821(73768-115364 19881:32845(+)

RosmerTA__RmrA_2634932349 (CDS_0036)
29 33 34 35 37 38 39 40 41

;#

IM_G\/FLUVI6726485018867000001|2648501886\ 2648577157|2899590-2943248 19830:35231(+)

RosmerTA_RmrA_2634932349 (CDS_0034)
excisionase (CDS_0037)
32 33 35 36 38

;%

MBVRﬁUVi672645728027,OOOOO2|2645728027\ 2645776613|2901221-2943304 19872:33656(+)

RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0040)
39 41 42 43 44

}

IMGVR_UViG_2900881136_000003|2900881136]2900881136|2726769-2774321 25700:39337(+)

excisionase (CDS_0040)
28 29 3536 37 38 39 41

i—i

IMGVR _UVIG_2660238048_000006|2660238048]2660256231|27851-70007 20524:33724(+)
3435 36 37 3839 40

IMGVR_UViG_2521172686_000001|2521172686]2521194444|1099073-1141481 20524:33973(+)

CDS_0036 CDS_0038
CDS_0030 '€DS_0037 CDS_0039

%

IMGVR _UViG_2654587518 000001|2654587518|2654588539(2978638-3022683 22790:33998(+)
Retron__RT_Tot_1 (CDS_0033)

34
3132 135

i%

[ I
IMGVR_UViG_2660238540_000003|2660238540[2660319268|56928-95599 19878:30290(+)

Retron_RT_Tot_1 (CDS_0032)
CDS_0033
| cDs_ 0034

Retron_II_NDT (CDS_0031)

MVR7UVi6728773709857000002|287737O985 |2877370985|3214994-3253792 19872:30290(+)

CDS_0033
CDS_0032
CDS.0031 | | CDS 0034

i

mGVR?UViCL27138971837OOOOO4|2713897183\2713951193|60441-100137 19878:30122(+)

Retron_ RT_Tot_1(CDS_0033)
Retron_lI_NDT (CDS_0032) 3435 36 37 38 39

MVR?UVIG?Z&J11810397000002|2671181039\2671307884I 1-43895 19836:35511(+)

CDS_0033 CDS_0035
[ cDs_0034 | cDS 0036

IM_G\/R_U\/iG_2627854019_000003|2627854019\ 2627909940[1120719-1160978 20752:30893(+)

CDS_0033
CDS_0034
| TcDs 0035

MSVR?UVIG?26094601237OOOOO3|26O9460123\2609535152|73768-112530 20572:29120(+)

CDS_0033
CDS_0032 | CDS_0034

WGVR_UVIG_2877377294_000003|2877377294\ 2877377294|2614526-2651993 19877:29084(+)

CDS_0035
Retron_Il_NDT (CDS_0034) | CDS_0036

MSVR_UViG_2713897184_000001|2713897 184|2713951325|4323-42748 20523:30040(+)

CDS_0033
CDS_0034
| TcDs.0035

MEVR_UVIG_2627854189_000006|2627854189\2627923292|2265263-2302958 20528:29313(+)

Retron | B_ ATPase TOPRIM_COG3593 (CDS_0035)
CDS_0036
CDS_0034 T cps_0037

i#

IM_(S\/KUVI6726364156507000002|2636415650\2636443130|894049-935904 20527:31676(+)

36
33 34 3537

M}VR_UVIG_2645727837_OOOOO1|2645727837\ 2645760582|739324-779705 19821:31140(+)

36
33 34 35 |37

mVR_UViG]éS1869733_000006|2651869733\2651896802| 1532897-1573326 20341:32066(+)

CDS.0033  CDS_0035
| cps_0034 | €DS_0036

mVRfUViGJé278536757000001|2627853675 |2627878746|1475823-1514517 19836:30309(+)

CDS_0033
CDS_0032 | CDS_0034

MEVR?UVIG?%172710197000001|2617271019\2617327882| 13539-53061 19881:29911(+)

CDS_0032
CDS_0033
| | cDs 0034

mVR7UVi67640612222,000002\640612222\640612692\671729»708673 19815:28590(+)

CDS_0033
CDS_0024 CDS_0030 CDS 0032 | CDS_0034

| MGV_FLUVIGJ90776283QOOOOO1|2907762830\ 2907762830[125267-164641 19336:30443(+)

36
3334 35 [37

MEVR_UVIG_%) 17271022_000003|2617271022|2617328466[1723211-1762180 20299:30583(+)

35
3233 34 [ 36

MSVR_UViG_2907SO2211_000001|2907802211\2907802211|371565—411359 19872:29327(+)

37
31 3435 3638

mVRfUVi6726094600947000005|2609460094\ 2609531263|31732-71611 20797:30246(+)

35
3233 34 [36

IMGVR_UViG_2531839407_000004|2531839407|2531895788|48796-86558 19878:29381(+)

33 37
3435 36 ]38

\MG\/_RfU\/i6726364154827OOOOO1|2636415482\2636424903|1431463-1471320 20033:29982(+)
3435 36 RloC_RIoC(CDS 0037)38 3940

I
mVRfUViGJBS13130127000004|2851313012\2851313012|2995328-304056O 22179:36208(+)

3435 36 3738

MEVR_UVIG_2754412364_OOOOO1|2754412364\2754418061|1742445—1779701 21190:31098(+)
3334 35 36 37 3839

IMGVR_UVIG_2775507275_000006|2775507275/2775622399|2952953-2996015 20229:32898(+)
3233 34 35 36 3738 39 40 414243

MSVR_UViG]é?OS16038_OOOOOSI26903 16038|2690332442|107107-152217 19878:35849(+)

Retron_VI_HTH (CDS_0033)
35
27 32 34 36

| MGW_UViG_2636415744_OOOOO4|2636415744\ 25646413155849-96573 19339:31447(+)

39
3435 36 37 3840

IMGVR_UViG_2900887357_000001|2900887357|2900887358|1806720-1848622 20524:33461(+)

40
3435 36 37 38 3941
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3435 36 37 383940 41 [43

IMGVR_UVIG_2551306693_000003|2551306693]2551479155|53-43511 20524:35060(+)

41
3435 36 37 383940 42

IMGVR_UViG_2554235004_000002|2554235004|2554235333[49099-91700 20524:34203(+)

DNA primase (CDS_0040)
38
29 30 32 33 343536 37| 39 41 a2 43 4445

i#

|MGV_KUVIGJ9077830007000001|29O7783OOO\ 2907783000|353520-402711 19320:40240(+)

DNA primase (CDS_0039)
34 37 DNA primase (CDS_0040)
32 33 [3536][38 41 42 43 44 45

i%

\MGV_KUVi672627853932,OOOOO3|2627853932\2627901042|3019829-3068368 19320:39588(+)

DNA primase (CDS_0047)
45 DNA primase (CDS_0048)
3334 3 36 37 38 3940 41 42 43 4{Tié 49 50 51 5253
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transposase (CDS_0042)
37 DNA primase (CDS_0040) excisionase (CDS_0048)
FS transposase (CDS_0043) Gao_let__letA (CDS_0046)
3334 35 36|39 transposase (CDS_0041) 44 45 47 4950 51

#
:

IM_G\/R7U\/in28798759227000002|2879875922\ 2879875922|1345493-1401420 20886:46196(+)

transposase (CDS_0040)
35 DNA primase (CDS_0038)
36 transposase (CDS_0041) Gao_let__letA (CDS_0044) 46
323334 |[37 transposase (CDS_0039) 42 43 45 T4748 49
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DNA primase (CDS_0034)
32 transposase (CDS_0037)
2223 24 28 29 303133 35 36 | 38 39 40 41 42

i{

IMGVR_UViG_2¥886O232_OOOOOS|2558860232\2558867848|308063573127268 17773:37682(+)

excisionase (CDS_0037)
28 29 30 31 32 33 34 35 36 38

i

TemPhD_cluster 19320 17773:35167(+)
28 29 30 31 3233 34

IMGVR_UViG_26_95420598_OOOOO1|2695420598\2695452177|53430—94587 17808:32729(+)
28 29 30 31 32 33

IMGVR_UVIG_2667527931_000001|2667527931/2667591344|196662-236573 17808:31483(+)
27 28 29 30 3132

IMGVR_UVIG_641736129 000012|641736129|641755920[13347-51202 17808:29711(+)
28 29 30 3132 33

|MGVR?UVIG?Z_é:?OS161817000004|2690316181\2690354061|1—39556 18576:31125(+)
28 29 30 31 32

IMGVR_UViG_2_55 1306632_000006|2551306632|2551454685|9797-47781 18576:29554(+)

2829 30 31 32 33

|MGVR?UVIGJ_690316298,000001|2690316298\2690372251|254805-293111 18576:29876(+)

CDS_0029
CDS_0030
CDS_0027 CDS_0028 |

|MGVR?UVinZ?72454787OOOOO3|2657245478\2657304873|10038—47502 17808:29083(+)

CDS_0030
CDS_0028 ]cps 0031
CDS.0029 |

IMGVR_UVIG_2754412363.000002|2754412363|2754418059|571191-607871 18847:27733(+)

CDS_0029
CDS_0030
CDS_0027 CDS.0028 |

IMGVR_UViG_2667527644_000005|2667527644(2667551070|50382-87846 17808:29083(+)

CDS_0031
CDS_0024 CDS 0029 CDS 0030

\MGVR?UVin26572m58,00000Z|2657244958\2657251274| 147-38441 17808:29553(+)
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