DNA methyltransferase (CDS_0018) DHH phosphoesterase (CDS_0029)
tail protein (CDS_0015) integrase (CDS_0027) DNA methyltransferase (CDS_0032)
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Station70_MES_COMBINED_FINAL_NODE_1176_length_46238_cov_45.297404 17268:33665(+)

integrase (CDS_0027)
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Station68_MES_DO_NOT_POOL_NODE_704_length_45218_cov_5.709829 17268:32645(+)

integrase (CDS_0024) DNA methyltransferase (CDS_0029)
20 21 22 23 2 30

DEHIEDA-CTED< — & KKK HC K 3 —D

Station67_SUR_ALL_assembly_ NODE_284 length_44106_cov_3.592949 17267:31261(+)
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IMGVR_UViG_3300044453 000192|3300044453|Ga0451487_000805 17323:31468(+)

Dpd__QueC (CDS_0022)
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IMGVR_UViG_3300044449_000222|3300044449|Ga0451480_000418|37805-80228 17323:29226(+)
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integration and excision other tail unknown function Defence
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