tail spike protein (CDS_0022)
“endolysin (CDS_0026) DNA primase (CDS_0038)

25 36
2§24TT27 28 29 30 31 32 33 3435 37 3940

IMGVR_UViG_S_SOOO14940_000130|3300014940\Ga0169849_100167|15941763445 19635:34674(+)
27 28 29 30 31 32

21

|MGVR?UVIG?Z_5175722137000002|2517572213\2517600472|78580-125359 19633:33950(+)

tail spike protein (CDS_0019)
CDS_0026 CDS_0027

iﬁ

IMGVR_UVIG_3—300030030_000248|3300030030\Ga0245278_1000 12[161310-203219 18624:28643(+)
CDS_0027 CDS_0028

|MGVR?UViGj_3000297687000342|3300029768\Ga02451967100100|76609»119078 19616:29664(+)
CDS_0028 CDS_0029 CDS_0034 CDS_0035

IMGVR_UViG_G»_300023486_OOOZ 13|3300023486|Ga0257044_10034|28868-71483 19634:30475(+)
CDS_0028 CDS 0029

|MGVR?UVIG?S_3000293547000165|3300029354\GaO2438327100195| 58702-100940 19634:30132(+)
CDS_0028 CDS_0029

IMGVR_UViG_3_300029430_OOO401|3300029430\Ga0243922_100051|1474697189742 19634:30133(+)
CDS_0028 CDS_0029

\MG\/R_UVIG_ZS_SOOOZ9668_000209|3300029668\(330245235_100002|161344-203838 19634:29665(+)

tail fiber protein (CDS_0017)
CDS_0025
CDS_0024 CDS 0026

i%

|MGVR?UVinS?EO29853?OOO272|330002 9853|Ga0245292_100156|43456-84806 17627:28545(+)

CDS_0027
CDS_0026 CDS_0028 CDS_0029

| MGVR_UViG_330%29406_000246|330002 9406|Ga0242805_100001|806735-850587 19015:31149(+)

tail fiber protein (CDS_0021)
CDS_0027
CD5_0028
CDS.0022 | [cDS 0029 CDS 0030

!

|MGVRﬁUViG?>300008299,OOO410|3300008299\Ga011486871000019|155462-198488 19556:31929(+)
26 2728 29303132

IMGVR_UVIG_3_300045988_153728|3300045988\Ga0495776_171399 18624:30738(+)

CDS_0026
CDS_0027
CDS_0025 | | CDS_0028

MGV-GENOME-0284847 18621:29553(+)
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R 6. g (+)

CDS_0027  CDS_0029

T

CDS_0028

IMGVR_UViG_3_300045988_160934|3300045988\Ga0495776_135301 19634:28972(+)
28 29 303132 37

MG\/—GENOM?OZ‘M‘?OZ 19632:31979(+)
28 29 303132

|MGVR?UViGj_SOOO459887173613|3300045988\Ga04957767186730 19632:31485(+)
27 28 293031

IMGVR_UVIG_3300045988_167934/3300045988|Ga0495776_148129 19630:31385(+)
27 28 293031

MGV-GENOME-0312496 19630:30835(+)
30 31 323334

MGV-GENOME-0313382 20167:31341(+)
30 31 323334

| MGVR?UVIG?S_300045988717842 1/3300045988|Ga0495776_165803 20167:31341(+)

CDS_0030 CDS_0032
CDS 0031 | CDS.0033
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|MGVR?UVinS_SOOOOO281,000020|3300000281\ EM227_1003200 19634:31349(+)

CDS_0027
CDS_0026 | CDS_0028

|MGVR?UVIG?S_300045988,166641|3300045988\Ga04957767109858 18624:28231(+)

31
28 29 30[323334

IMGVR_UVIG_3300045988_176217|3300045988|Ga0495776_173079 19622:32390(+)
26 27 282930

uvig_150245 19588:31169(+)
19 25 26 27 28 29 30 3132 333435

SAMNO6164557 a1 cté4608 vs1 18614:37289(+)
26 27 28 29 30 3132 333435

-
vig 529449 18612:34657(+)
25 26 27 28 2930 3132

—
uvig 550918 18624:33189(+)

integrase (CDS_0027)
26 28 29 30 3132 333435
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31 ct16543 :32798(+)

phosphofructokinase (CDS_0028)
25 26 27 29 30 31
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3435
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uvig 34140 18602:37026(+)

phosphofructokinase (CDS_0030)
27 28 29 31 32 33 3435 36 3738

|
i#

uvig 304425 19623:39128(+)
27 28 29 30 31 32 383 34 35 36 37 38

uvig 123897 19646:41052(+)
28 29 30 31 32 333435

|MGVR?UViGj_300045988,176792|3300045988\ Ga0495776_178505 19646:37022(+)

33
26 27 28 29 30 3132] 34 3536 37 3839 40 41 42 434445

uvig_223563 19633:45509(+)
27 28 29 80 31 32 33 34 35 36 373839

SRS052078 a1 ct2420 vs1 19632:40582(+)

trimethoprim-resistant dihydrofolate regtgtase DfrA35 (NF033851.1) (CDS_0034)
thymidylate synthase (CDS_0035)
27 28 29 30 31 32 33 | 36 37 38 39 40 4142

—
uvig 322381 19633:48995(+)

endolysin (CDS_0026)
28 30

271291

i

MGV-GENOM E*O-28694O 20044:28749(+)

10000 nt 1
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