tail protein (CDS_0009) long tail fiber protein distal subunit (CDS_0018)

mprotein (CDS_0010) tail fiber protein (CDS_0017) endonuclease (CDS_0030)
endolysin (CDS_0012) tail protein (CDS_0014) 20 22 27
11 13 15 16 19 [21] 2324 25 26 28 29 31

IMGVR_UViG_3300045988_174442|3300045988|Ga0495776_169317 6501:30013(+)

long tail fiber protein distal subunit (CDS_0018)
endolysin (CDS_0022)
tail protein (CDS_0014) 15 1617 192021 | 23 24

[ O ) R N B ), VI, O

MGV-GENOME-0292072 7536:29631(+)

long tail fiber protein distal subunit (CDS_0018)
membrane protein (CDS_0025)
tail fiber protein (CDS_0017)
‘ 20 22

tail protein (CDS_0014) 15 16 19 217 2324 |2627 28 29 30 31 32

[ T )

IMGVR_UViG_3300029830_000011|3300029830|Ga0245137_100493 6501:34947(+)

ribonucleoside diphosphate reductase small subunit (CDS_0025)
long tail fiber protein distal subunit (CDS_0018)
20 22 ribonucleotide reductase large subunit (CDS_0026)
tail protein (CDS_0014) 15 1617 19 21] 23 24 | 27 28

O i )

SAMEA2737693_a1_ct28369_vs1 6183:34520(+)

tail fiber protein (CDS_0017)
20
tail protein (CDS_0014) 15 16 18 19T 21

O o N

IMGVR_UViG_3300044537_000255|3300044537|Ga0455766_000431 6501:27526(+)

ribonucleoside diphosphate reductase small subunit (CDS_0016)
ribonucleotide reductase large subunit (CDS_0017)
tail protein (CDS_0014) 19
15 18] 20

[ O )

IMGVR_UViG_3300029353_000312|3300029353|Ga0243845_100027|2-42666 6461:28767(+)

ribonucleoside diphosphate reductase small subunit (CDS_0016)
ribonucleotide reductase large subunit (CDS_0017)
tail protein (CDS_0014) 19

15 18] 20

I, O )

IMGVR_UViG_3300029759_000297|3300029759|Ga0243843_100071(3-42751 6461:28851(+)

long tail fiber protein distal subunit (CDS_0017)
MMB_gp29_gp30__gp29 (CDS_0024)
endolysin (CDS_0021)

19 22 ‘

tail protein (CDS_0014) 15 16 18 120 | |23 25

O i )

OTU_1412 6501:29618(+)

DNA polymerase (CDS_0022)
tail protein (CDS_0014) 15 161718 23 24

[ O ) EDEODDBTAX K

MGV-GENOME-0324256 6501:28656(+)

tail protein (CDS_0014) CDS_0015 DNA polymerase (CDS_0019)

) O 4 DK KA ad

MGV-GENOME-0320328 6461:27820(+)

t 10000 nt {

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail unknown function Defence
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